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1

Influenza A virus

10-FEB-2015
polymerase PB2

2341 bp mRNA linear
(A/Goose/Taiwan/0104/2015 (H5N2) )

(PB2) gene, complete cds.

Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.

Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.

Unclassified.

1 (bases 1 to 2341)

Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.

Avian influenza subtype H5 in geese in Taiwan, 2015
Unpublished

2 (bases 1 to 2341)

Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.

Direct Submission

Submitted
Institute for Animal Health,

Taiwan

(10-FEB-2015) Epidemiology Research Department, National

Chung-Cheng Rd, Tansui, Taiwan 251,

##Assembly-Data-STARTH##

Sequencing Technology

Sanger dideoxy sequencing

##Assembly-Data-END##

e

780 a

agcaaaagca
tegcagtctc
aagaaataca
gcaatgaaat
gagcaaggtc
tcacectctgg
ccaaaggtct
cctgttcact
gcagatctca
gttggagcca
gagcttcagg
gttcgcaaaa
ttgcatttga
aatgatgatg
gtatcagcag

Location/Qualifiers

1..2341

/organism="Viruses; ssRNA negative-strand viruses;
Orthomyxoviridae; Influenzavirus A."

/mol type="mRNA"

/strain="A/CGoose/Taiwan/0104/2015"

/isolation source="organ"

/host="Goose"

/segment="1"

/country="Taiwan"

/collected by="2015-01-09"

/identified_by:“RT—PCR”

/subtype="H5N2"

o I . S

/gene="PB2"

28..2307

/gene="PB2"

/codon_start=1

/product="polymerase PB2"
/translation="MERIKELRDLMSQSRTREILTKTTVDHMAIIKKYTSGRQEKNPA
LRMKWMMAMKYPITADKRIMEMIPERNEQGOQILWSKTNDAGSDRVMVSPLAVTWWNRN
GPTISTVHYPKVYKTYFEKVERLKHGTFGPVHFRNQVKIRRRVDINPGHADLSAKEAQ
DVIMEVVFPNEVGARILTSESQLTITKEKKEELODCKIAPLMVAYMLERELVRKTRFL
PVAGGTSSVYIEVLHLTQGTCWEQMYTPGGEVRNDDVDQSLITIAARNIVRRATVSADP
LASLLEMCHSTQIGGIRMVDILRONPTEEQAVDICKAAMGLRISSSFSFGGFTFKRTS
GSSVKREEEVLTGNLOQTLKIRVHEGYEEFTMVGRRATAILRKATRRLIQLIVSGRDEQ
SIAEAIIVAMVFSQEDCMIKAVRGDLNFVNRANQRLNPMHQLLRHFQKDAKVLFQNWG
IEPIDNVMGMIGMLPDMTPSTEMSLRGVRVSKMGVDEYSSTEKVVVSIDRFLRVRDQR
GNVLLSPEEVSETQGTEKLTITYSSSMMWEINGPESVLVNTYQWIIRNWETVKIQWSQ
DPTMLYNKMEFEPFQSLVPKAARGQYSGFVRTLFQOMRDVLGTFDTVQIIKLLPFAAA
PPEQSRMQFSSLTVNVRGSGMRILVRGNSPVFNYNKTTKRLTVLGKDAGALTEDPDEG
TAGVESAVLRGFLILGKEDKRYGPALSINELSNLAKGEKANVLIGQGDVVLVMKRKRD
SSILTDSQTATKRIRMAIN"

425 c 604 g 532 t

ggtcaaatat
gcactcgcga
catcaggaag
atccgattac
aaattctctg
ctgtaacatg
acaaaactta
ttcgaaatca
gtgccaaaga
ggatattgac
actgtaaaat
ccagatttct
ctcaggggac
tcgatcagag
acccgttggce

attcaatatg
gatactgaca
acaggagaag
agccgacaaa
gagcaaaaca
gtggaataga
ctttgaaaaa
ggttaaaata
agcacaggat
atcagagtca
cgctcctttg
accagtagct
ctgctgggaa
tttgatcatt
ttcgctcttg

gagagaataa
aaaaccactg
aatcctgccce
agaataatgg
aatgatgctg
aatgggccga
gtcgaaaggt
cgccgcaggg
gtcatcatgg
caattaacaa
atggtggcat
ggcggaacaa
caaatgtaca
gctgctagaa
gagatgtgcc

aagaactaag
tggaccatat
ttaggatgaa
aaatgatccc
gatcagacag
cgataagtac
tgaaacatgg
ttgacataaa
aggtcgtttt
taacaaagga
acatgttgga
gcagcgtgta
caccgggagg
atattgttag
atagtacaca

agacttgatg
ggccataatt
atggatgatg
cgaaagaaat
agtgatggta
agtccactat
aacctttggt
cccgggccat
cccaaacgaa
gaagaaggag
gagagaactg
tatcgaggta
ggaggtgaga
gagggcaaca
aattggcggg
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ataagaatgg
aaagcagcta
agaacaagtg
ttgaaaataa
gccattctaa
cagtcaatcg
aaggcagtac
catcaacttc
gaaccaatcg
gagatgtcac
gaaaaagtgg
ctcttgtcte
tcatcgtcta
tggatcatta
tacaataaga
tatagtggat
actgtccaga
cagtEctett
aactcccctg
gcaggtgcat
agaggatttc
gaattgagca
gtgttggtaa
aaaaggattc
t

2

Influenza A virus

(PB1)

Viruses;

Influenzavirus

Viruses;

Influenzavirus

gene,

tggatattct
tgggtttgag
ggtcatctgt
gagtacatga
ggaaggcaac
ctgaagcgat
gaggtgattt
tgaggcattt
ataatgtcat
tgagaggagt
tcgtgagcat
ctgaggaagt
tgatgtggga
gaaattggga
tggagtttga
ttgttaggac
taataaagct
ctttgactgt
tgttcaacta
tgacagaaga
taattctggg
atcttgcgaa
tgaaacggaa

ggatggccat

ssRNA
A.
ssRNA
A.

Unclassified.

1 (bases 1 to 2340)
Chen,L.H.,
and Lin,Y.
Avian influenza subtype H5 in geese in Taiwan,

Lee,M.S.,
Ting,L.J.

Unpublished

2 (bases 1 to 2340)
Chen,L.H.,
and Lin,Y.

Lee,M.S.,
Ting,L.J.

Direct Submission

Submitted

Taiwan

(L0-FEB-2015)
Institute for Animal Health,

tagacagaac
aatcagttca
caaaagagaa
agggtatgaa
cagaaggctg
tatagtggca
aaactttgtt
ccaaaaggat
ggggatgatc
aagagtcagt
tgatcgtttc
tagtgaaaca
aatcaatggt
aactgtgaag
gccattccaa
gttattccaa
cctaccattt
gaatgtaaga
caacaagaca
tccagatgag
caaagaagac
aggggagaag
acgggactct
caattagtgt

2340 bp

negative-strand viruses;

negative-strand viruses;

Liu,Y.P.,
L.

Liu,Y.P.,
L.

##Assembly-Data-STARTH#

Sequencing Technology

##Assembly-Data-END##
Location/Qualifiers

e

1..2340

/organism="Viruses;
Orthomyxoviridae;

/mol_type="mRNA"
/strain="A/Goose/Taiwan/0104/2015"
/isolation source="organ"
/host="Goose"
/segment="2"
/country="Taiwan"
/COlleCtediby="2015—01—09"
/identified by="RT-PCR"
/Subtype:”HSNZ"

1..2340

/gene="PB1"

24..2297

/gene="PB1"

/codon_start=1
/product="polymerase PB1"

ccaacagaag
tccttcagct
gaagaagtgc
gaattcacaa
atccaattaa
atggttttct
aacagagcaa
gcaaaggtgc
ggaatgctgc
aaaatgggag
ttgagagtcc
cagggaacag
ccggaatcag
attcaatggt
tccttggtgce
cagatgcgtg
gcagcagccc
ggttcaggaa
accaagagac
ggaacagcag
aaaagatatg
gctaatgtgt
agcatactta
cgaattgttt

mRNA

Chen,Y.P.,

Chen,Y.P.,

agcaagctgt
ttggaggttt
tcacaggcaa
tggttgggcg
tagtgagtgg
cacaagaggda
atcagcggct
tgtttcaaaa
ctgacatgac
tggatgaata
gagatcagag
agaaactgac
tgctagtcaa
cccaagaccc
ccaaggctgc
atgtgctggg
caccagaaca
tgagaatcct
tcacagtcct
gagtggaatc
gaccagcatt
tgatagggca
ctgacagcca
aaaaacgacc

linear

Li,wWw.C.,

2015

Li,w.C.,

Epidemiology Research Department,
Chung-Cheng Rd, Tansui,

Sanger dideoxy sequencing

ggatatatgc
cactttcaaa
cctccaaaca
aagagccaca
aagagatgag
ttgcatgata
aaatcctatg
ctggggaatt
ccccagcaca
ttccagtact
gggaaacgta
gataacatat
cacataccaa
tacaatgttg
cagaggtcag
gacatttgac
gagtaggatg
tgtgagaggc
tggaaaggat
tgcggtatta
gagcatcaat
aggagacgtg
gacagcgacc
ttgtttctac

10-FEB-2015
(A/Goose/Taiwan/0104/2015 (H5N2)) polymerase PB1
complete cds.

Orthomyxoviridae;

Orthomyxoviridae;

Lee, F.,

Lee,F.,

Taiwan 251,

ssRNA negative-strand viruses;
Influenzavirus A."

National

/translation="MDVNPTLLFLKVPAQNAISTTFPYTGDPPYSHGTGTGYTMDTVN
RTHQYSERGKWTTNTETGAPQLNPIDGPLPEDNEPSGYAQTDCVLEAMAFLEESHPGI
FENSCLETMEVVQQTRVDKLTQGRQTYDWTLNRNQPAATALANTIEVFRSNGMTANES
GRLIDFLKDVMESMDKEEMEITTHFOQRKRRVRDNMTKKMVTQRTIGKKKQRLNKRSYL
IRALTLNTMTKDAERGKLKRRAIATPGMQIRGFVYFVETLARSICEKLEQSGLPVGGN
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813 a

agcaaaagca
cagcgcaaaa
gaacagggac
gaaagtggac
tacctgagga
ctttccttga
tcgttcagca
taaatagaaa
acggtatgac
caatggataa
acaacatgac
acaagaggag
ggggcaaatt
actttgttga
ttggagggaa
cacaagacac
agaatcctcg
ttagaaatgt
aaggatacat
ttgcaaacat
gacctttgct
atatgctgag
aaaccacata
caccgaatca
ttgggatcaa
caagcttttt
gagtgtctgg
atatgataaa
aagactatag
cattcgagct
atggagggcc
gggaactgat
gtcataagga
agagcatgga
ccattctcaa
gcagtctatt
gcatggtgga
gaaggattaa
tcagacggca

3

Influenza A virus
gene,

(PA)

EKKAKLANVVRKMMTNSQDTELSFTITGDNTKWNENOQNPRMFLAMITYITRNQPEWFR
NVLSIAPIMFSNKMARLGKGYMFESKSMKLRTQIPAEMLANIDLKYFNESTRKKIEKI
RPLLIDGTASLSPGMMMGMFNMLSTVLGVSILNLGQKRYTKTTYWWDGLQSSDDFALT
VNAPNHEGIQAGVNRFYRTCKLVGINMSKKKSYINRTGTFEFTSFFYRYGFVANFSME
LPSFGVSGINESADMSIGVTVIKNNMINNDLGPATAQMALQLFIKDYRYTYRCHRGDT
QIQTRRSFELKKLWEQTRSKAGLLVSDGGPNLYNIRNLHIPEVCLKWELMDEDYQGRL
CNPLNPFVSHKEIESVNNAVVMPAHGPAKSMEYDAVATTHSWIPKRNRSILNTSQRGI
LEDEQMYQKCCSLFEKFFPSSSYRRPVGISSMVEAMMSRARIDARIDFESGRIKKEEF

AEIMKICSTIEELRRQK"

11.8..390

/gene="PB1-

118 390

/gene="PB1-

F2"

F2n

/codon_start=1
/product="PB1-F2 protein"

/translation="MEQGODTPWTQSTEHINTQKGESGQQTQKPERLNSTQLMDHYLR

TTSQADTHKQIAYWKOQWLSLKNPTQGSLKTLVLKRWKSFSKQEWTN"

474 c

ggcaaccatt
tgctataagc
aggatacacc
aacaaacaca
caacgagcca
agaatcccac
aacaagagtg
tcaaccagct
agccaatgag
agaagaaatg
caagaagatg
ttatttaata
gaagaggcga
aacactagcg
tgaaaagaag
agagctctct
gatgtttttg
cttgagcatt
gtttgaaagt
tgacttgaaa
gattgatggc
cacagtatta
ctggtgggat

cgagggaata
catgagcaaa

ctaccgctac
aatcaatgaa
caatgacctt
atacacatac
gaagaagcta
aaacctatac
ggatgaagat
aattgaatcc
atatgatgct
taccagccaa
cgagaaattc
ggccatgatg
gaaagaagag
aaaatagtga

complete

543 g

tgaatggatg
actacattcc
atggacacag
gaaaccggag
agcggatacg
ccagggatct
gacaaactaa
gcaactgctt
tcagggagat
gaaataacaa
gtcacacaaa
agagcactga
gcaattgcaa
aggagcattt
gctaaattag
ttcacaatca
gcaatgataa
gcccctataa
aagagcatga
tacttcaacg
acagcctcac
ggagtctcaa
ggactccaat
caagcagggg
aagaagtctt
ggatttgtag
tcagccgaca
ggaccagcaa
cgatgccaca
tgggagcaga
aacatccgga
taccagggca
gtgaacaacg
gttgcgacta
aggggaatcc
ttccccagta
tctagggccc
tttgctgaga
atttagcttg

2233 bp
(A/Goose/Taiwan/0104/2015 (H5N2) )

cds.

510 t

tcaatccgac
cttacactgg
tcaacagaac
cgcectcaact
cacaaacaga
ttgaaaactc
cccaaggtcg
tggccaatac
taatagattt
cacatttcca
gaacaatagg
cactgaacac
cacctgggat
gtgagaaact
caaatgtcgt
ctggagacaa
catacatcac
tgttctcaaa
agctacggac
agtcaacaag
tgagtcctgg
tcctgaatct
cctctgatga
tgaataggtt
acataaatcg
ccaacttcag
tgagcattgg
cagctcagat
gaggcgatac
cccgttcaaa
atctccacat
ggctgtgtaa
ctgtggtgat
cacattcatg
ttgaggatga
gttcatacag
gaattgatgc
tcatgaagat
tccttcatga

mRNA

Ettactttkte
agatcctcca
acatcaatac
caacccaatt
ttgcgtattg
ttgtcttgaa
ccagacttat
tatagaggtc
cctcaaggat
gagaaagaga
gaagaagaag
aatgacaaaa
gcagattaga
cgaacaatct
gagaaagatg
caccaaatgg
aagaaaccaa
caaaatggcg
acaaatacca
aaagaaaatc
aatgatgatg
tggacaaaaa
cttegetett
ctataggact
aacaggaaca
catggagtta
agtgacagtg
ggctcttcaa
acaaattcaa
agcagggctg
cccagaggtc
tcctctgaac
gccagcccat
gattcccaag
gcagatgtac
gaggccagtt
acgcattgat
ctgttecace
gaaaatgcct

linear

ttaaaagtgc
tatagccatg
tcagaaaggg
gatggaccat
gaagcaatgg
acgatggaag
gactggacac
ttcagatcga
gtgatggaat
agagtgagag
cagaggctga
gatgcagaac
ggattcgtgt
ggactccctg
atgactaact
aatgagaatc
cctgaatggt
agattaggaa
gcagaaatgc
gagaagataa
ggcatgttca
aggtacacca
atagtgaacg
tgcaaactgg
tttgaattca
cccagcttcg
ataaagaaca
ttattcatca
acgaggagat
ttggtatcag
tgtttgaaat
ccgtttgtca
ggtccagcca
agaaaccgtt
cagaagtgct
ggaatttcca
ttcgagtctg
attgaagagc
tgtttctact

10-FEB-2015
polymerase PA

Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;

Influenzavirus
ssRNA negative-strand viruses;

Viruses;

Influenzavirus

A.

A.

Unclassified.

il
Lee, M.S.,
Ting,L.J.

(bases 1 to

2233)
Chen,L.H.,

and Lin, Y.
Avian influenza subtype H5 in geese in Taiwan,

Unpublished
2 (bases 1 to 2233)

Liu,Y.P.,
L.

Chen,Y.P.,

Li,w.C.,

2015

Orthomyxoviridae;

Lee,F.,



AUTHORS

TITLE
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sourc
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gene

CDS

BASE COUNT
ORIGIN

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

1021
1081
1141
1201
1261

Lee,M.S.,
Ting,L.J.

Chen,L.H., Liu,Y.P., Li,W.C.,

and Lin,Y.L.

Chen,Y.P., Lee,F.,

Direct Submission

Submitted
Institute for Animal Health, Chung-Cheng Rd, Tansui,

Taiwan
##Assembl

Sequencing Technology

##Assembl

e

737 a

agcaaaagca
attgtcgagc
aacaaatttg
ttcattgatg
aagcaccgat
agcatctgca
aaggagaacc
gaaaaagcca
gaggagatgg
accaggctgt
cagtccgaga
aagcttgccg
gtggatggat
gtgaacgcca
gggcctcect
gaagacccga
acatttttcg
aattacctcc
aaaatcccaa
aatatggcac
tatgacagtg
aaggcatgcg

Epidemiology Research Department, National
Taiwan 251,

(10-FEB-2015)

y-Data-STARTH#

Sanger dideoxy sequencing

y-Data-END##

Location/Qualifiers

1..2233

/organism="Viruses; ssRNA negative-strand viruses;
Orthomyxoviridae; Influenzavirus A."

/mol type="mRNA"

/strain="A/Goose/Taiwan/0104/2015"

/isolation_ source="organ"

/host="Goose"

/segment="3"

/country="Taiwan"

/collected by="2015-01-09"

/identified by="RT-PCR"

/subtype="H5N2"

1..2233

/gene="PA"

25 . ..2175

/gene="PA"

/codon_start=1

/product="polymerase PA"
/translation="MEDFVRQCFNPMIVELAEKAMKEYGEDPKIETNKFAATICTHLEV
CFMYSDFHFIDERGESIIVESGDPNALLKHRFEIIEGRDRTMAWTVVNSICNTTGVDK
PKFLPDLYDYKENRFIEIGVTRREVHIYYLEKANKIKSGKTHIHIFSFTGEEMATKAD
YTLDEESRARIKTRLFTIRQEMASRGLWDSFRQSERGEETIEERFEITGTMRKLADQS
LPPNFSSFENFRAYVDGFEPNGCIEGKLSQMSKEVNARIEPFLKTTPRPLRLPDGPPC
SORSKFLLMDALKLSTIEDPSHEGEGIPLYDAIKCMKTFFGWKEPNIVKPHEKGINPNY
LLAWKQVLAELQDIENEEKI PKTKNMKKTSQLKWALGENMAPEKVDFEDCKDISDLRQ
YDSDEPESRSLASWIQSEFNKACELTDSSWIELDEIGEDVAPIEHIASMRRNYFTAEV
SHCRATEYIMKGVYINTALLNASCAAMDDFQLIPMISKCRTKEGRRNTNLYGFIIKGR
SHLRNDTDVVNFVSMEFSLTDPRLEPHKWEKYCVIEIGDMLLRTAIGQVSRPMFLYVR
TNGTSKIKMKWGMEMRRCLLQOSLOQIESMIEAESSVKEKDMTKEFFENKSETWPIGES
PKGVEEGSIGKVCRTLLAKSVFNSLYASPQLEGFSAESRKLLLIVQALRDNLEPGTFEFD
LGGLYEAIEECLINDPWVLLNASWFNSFLTHALR"

25..784

/gene="PA-X"

join(25..594,596..784)

/gene="PA-X"

/codon_start=1

/product="PA-X protein"
/translation="MEDFVRQCFNPMIVELAEKAMKEYGEDPKIETNKFAAICTHLEV
CFMYSDFHFIDERGESIIVESGDPNALLKHRFEITIEGRDRTMAWTVVNSICNTTGVDK
PKFLPDLYDYKENRFIEIGVTRREVHIYYLEKANKIKSGKTHIHIFSFTGEEMATKAD
YTLDEESRARIKTRLFTIRQEMASRGLWDSFVSPREAKRQLKKDLKSQEPCASLPTKV

SHRTSPALKTLEPMWMDSNRTAALRASFLKCQKK"

459 c

ggtactgatc
ttgcggaaaa
ccgcaatatg
aacggggcga
ttgagataat
acaccacagg
gattcattga
acaagataaa
ccaccaaagc
tcactataag
gaggcgaaga
accaaagtct
tcgaaccgaa
gaattgagcc
gctctcagcg
gccatgaggg
gctggaaaga
tggcttggaa
aaacaaagaa
cagagaaagt
atgaaccaga
aattgacaga

534 g

caaaatggaa
ggcaatgaaa
cacacacttg
atcaataatt
tgaggggaga
ggtcgacaag
aattggagtg
atcggggaaa
ggactacact
gcaagaaatg
gacaattgaa
cccaccgaac
cggctgcatt
atttctgaag
gtcgaagttc
ggaaggcata
gcccaacatc
gcaggtgcta
catgaagaaa
agactttgag
gtctagatcg
ttcgagttgg

503 &

gactttgtgc
gaatatgggg
gaagtctgtt
gtagagtctg
gaccgaacaa
cctaaattcc
acacgaaggg
acacacattc
cttgatgaag
gccagtaggg
gaaagatttg
ttctccagcect
gagggcaagc
acaacaccac
ttgctgatgg
ccactatatg
gtaaaaccac
gcagaactcc
acaagccagt
gactgcaaag
ctagcaagct
attgaacttg

gacaatgctt
aagatccgaa
tcatgtattc
gcgatccgaa
tggcctggac
tcccagattt
aagttcacat
acatattctc
agagcagagc
gtctatggga
aaatcacagg
ttgaaaactt
tttctcaaat
gccctctcag
atgccctcaa
atgcaatcaa
atgaaaaagg
aagatattga
tgaaatgggc
atattagcga
ggatccagag
atgaaatagg

caatccaatg
aatcgaaacg
ggatttccac
cgcattattg
agtggtgaat
gtatgactac
atactatcta
attcactgga
aagaatcaaa
ttcctttegt
aaccatgcgc
tagagcctat
gtcaaaagaa
attacctgat
attaagcatc
atgcatgaag
cataaacccc
aaatgaagag
actcggtgag
tctaagacag
tgaattcaac
ggaagacgtt



1321 gccccaattg agcacatcgc gagtatgaga agaaactatt tcacagcgga agtatcccat
1381 tgcagggcca ctgaatacat aatgaaggga gtgtacataa acacagccct gctaaatgca
1441 tcctgtgcag ccatggatga cttccaattg attccaatga taagcaagtg cagaaccaaa
1501 gaaggaagac ggaatacaaa tctgtatgga ttcattataa agggaagatc ccatttgagg
1561 aatgacactg atgtggtaaa ctttgtgagc atggaattct ctcttactga cccgaggctg
1621 gagccgcaca agtgggaaaa gtactgtgtt atcgagatag gagacatgct cctacggact
1681 gcaataggcc aagtgtcaag gcccatgttc ctgtatgtga gaaccaatgg gacttccaag
1741 attaagatga aatggggcat ggaaatgagg cgatgccttc ttcaatccct tcaacaaatt
1801 gaaagcatga ttgaggccga gtcttctgtc aaagagaagg acatgaccaa agaattcttt
1861 gagaacaaat cagaaacatg gccaattgga gaatccccca aaggagtgga ggaaggctcc
1921 atcgggaagg tctgcagaac attactagca aagtctgtgt tcaacagtct atatgcatct
1981 ccacaattag agggattttc agctgaatca agaaaattgc ttctcattgt tcaggcactt
2041 agggacaacc ttgaacctgg gaccttcgat cttggggggc tatatgaagc aattgaggag
2101 tgcctgatta atgatccctg ggttttgctt aatgcgtctt ggttcaactc cttcctcaca
2161 catgcactga gatagttgtg gcaatgctac tatttgctat ccatactgtc caaaaaagta
2221 ccttgtttct act
//
LOCUS 5 1565 bp mRNA linear 10-FEB-2015
DEFINITION Influenza A virus (A/Goose/Taiwan/0104/2015(H5N2)) nucleocapsid
protein (NP) gene, complete cds.
ACCESSION
VERSION
KEYWORDS
SOURCE Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.
ORGANISM Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.
Unclassified.
REFERENCE 1 (bases 1 to 1565)
AUTHORS Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.
TITLE Avian influenza subtype H5 in geese in Taiwan, 2015
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 1565)
AUTHORS Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.
TITLE Direct Submission
JOURNAL Submitted (10-FEB-2015) Epidemiology Research Department, National
Institute for Animal Health, Chung-Cheng Rd, Tansui, Taiwan 251,
Taiwan
COMMENT ##Assembly-Data-STARTH#
Sequencing Technology Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..1565
/organism="Viruses; ssRNA negative-strand viruses;
Orthomyxoviridae; Influenzavirus A."
/mol type="mRNA"
/strain="A/CGoose/Taiwan/0104/2015"
/isolation source="organ"
/host="Goose"
/segment="5"
/country="Taiwan"
/collected by="2015-01-09"
/identified by="RT-PCR"
/subtype="H5N2"
gene 1..1565
/gene="NP"
CDS 46..1542
/gene="NP"

/codon start=1
/product="nucleocapsid protein"

/translation="MASQGTKRSYEQMETGGERQNATEIRASVGRMVSGIGRFYIQMC
TELKLSDYEGRLIQONSITIERMVLSAFDERRNKYLEEHPSAGKDPKKTGGPIYRRRDG
KWVRELILYDKEEIRRIWRQANNGEDATAGLTHLMIWHSNLNDATYQRTRALVRTGMD
PRMCSLMQOGSTLPRRSGAAGAAVKGVGTMVMELIRMIKRGINDRNFWRGENGRRTRIA
YERMCNILKGKFQTAAQRAMMDQOVRESRNPGNAEIEDLIFLARSALILRGSVAHKSCL
PACVYGLAVASGYDFEREGYSLVGIDPFRLLONSQVFSLIRPNENPAHKSQLVWMACH
SAAFEDLRVSSFIRGTRVVPRGOLSTRGVQIASNENMETMDSSTLELRSRYWAIRTRS
GGNTNQQRASAGQISVOPTFSVORSLPFERATIMAAFTGNTEGRTSDMRTEI IRMMES
ARPEDVSFQGRGVFELSDEKATNPIVPSFDMSNEGSYFFGDNAEEYDN"
318 ¢ 420 g 328 t

BASE COUNT 499 a

ORIGIN

agtgacatca acatcatggc gtctcaaggc
ggtggagaac gccagaatgc cactgaaatc
attgggaggt tttacataca gatgtgcact

1 agcaaaagca gggtagataa tcactcactg
61 accaaacgat cttatgagca gatggaaact
121 agagcatctg ttggaaggat ggttagtgga



181
241
301
361
421
481
541
601
661
721
781
841
901
961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
//
LOCUS
DEFINITION

ACCESSION
VERSION
KEYWORDS
SOURCE

ORGANISM
REFERENCE
AUTHORS
TITLE
JOURNAL
REFERENCE
AUTHORS
TITLE
JOURNAL

COMMENT

FEATURES
sourc

gene

CDS

gaactcaaac
atggttctct
ggaaaggatc
agagagctga
ggagaagacyg
gccacatacc
ctgatgcaag
gtcgggacga
ttctggagag
ctcaaaggga
agaaatcctg
ctgagaggat
gccagtggat
ctgcttcaaa
agtcaattgg
ttcatcagag
gcttcaaatg
tgggctataa
atcagtgtac
atggcggcat
agaatgatgg
ctctcggacg
tcttatttct
ctact

6
Influenza
(NA) gene

Viruses;
Influenza
Viruses;
Influenza
Unclassif
1 (bases
Lee,M.S.,
Ting,L.J.
Avian inf
Unpublish
2 (bases
Lee,M.S.,
Ting,L.J.
Direct Su
Submitted
Institute
Taiwan
##Assembl
Sequencin
##Assembl

e

tcagcgacta
cggcatttga
cgaagaaaac
ttctgtatga
caactgctgg
agagaaccag
gatcaactct
tggtgatgga
gcgaaaatgg
aattccaaac
gaaatgctga
cagtggccca
atgactttga
acagccaggt
tgtggatggc
ggacaagagt
agaacatgga
ggaccaggag
agcctacttt
tcacaggaaa
agagtgccag
aaaaggcaac
tcggagataa

tgaagggagg
tgaaaggagg
tggaggtcca
caaagaggag
tctcactcac
agctctcgtg
cccgaggaga
actaattcgg
acggagaaca
agcagcacaa
aattgaagat
caagtcctgc
gagagaaggyg
cttcagtctc
atgccattct
ggtcccaaga
aacaatggac
tggaggaaac
ctcagtacag
tactgaaggc
accagaagat
gaacccgatc
tgcagaggag

ctgatccaga
aacaaatacc
atttatcgaa
atcaggagaa
ctgatgatct
cgcactggga
tctggagctg
atgataaaac
aggattgcat
agagcaatga
cteatettee
cttcctgett
tactctctag
attagaccaa
gcagcatttg
gggcaactat
tccagcactc
accaaccaac
agaagtctcc
agaacatctg
gtgtccttcc
gtgeccttect
tatgacaatt

acagcataac
tggaagagca
gaagggacgg
tctggcgtca
ggcattccaa
tggaccccag
ctggcgcagc
gaggaattaa
atgagaggat
tggatcaagt
tagcacggtc
gtgtgtacgg
ttggaataga
atgagaaccc
aggacctgag
ccaccagagg
ttgaactgag
agagagcatc
ccttcgaaag
acatgaggac
aggggcgggg
ttgacatgag
aaagaaaaat

aatagagaga
teccagtgcc
gaaatgggtg
agcaaataat
cttaaatgat
aatgtgctct
agtaaaggga
tgatcggaat
gtgcaacatc
gcgagaaagc
tgcgctcatc
gcttgctgtg
tectitcegt
agcacataag
agtctcaagt
agttcaaatt
aagcagatat
tgcaggacag
agcaaccatt
tgaaatcata
agtcttcgag
taatgaagga
acecettgttt

10-FEB-2015
neuraminidase

1467 bp mRNA linear
A virus (A/Goose/Taiwan/0104/2015 (H5N2))
, complete cds.

ssRNA negative-strand viruses; Orthomyxoviridae;
virus A.
ssRNA negative-strand viruses;
virus A.
ied.
1 to 1467)
Chen,L.H., Liu,Y.P.,
and Lin,Y.L.
luenza subtype H5 in geese in Taiwan,
ed
1 to 1467)
Chen,L.H., Liu,Y.P.,
and Lin,Y.L.
bmission
(1L0-FEB-2015) Epidemiology Research Department, National
for Animal Health, Chung-Cheng Rd, Tansui, Taiwan 251,

Orthomyxoviridae;

Chen,Y.P., Li,W.C., Lee,F.,

2015

Chen,Y.P., Li,W.C., Lee,F.,

y-Data-STARTH##
g Technology
y-Data-END##
Location/Qualifiers

1..1467

/organism="Viruses; ssRNA negative-strand viruses;
Orthomyxoviridae; Influenzavirus A."

/mol type="mRNA"

/strain="A/Goose/Taiwan/0104/2015"

/isolation source="organ"

/host="Goose"

/segment="6"

/country="Taiwan"

/collected_by:”2015—01—09"

/identified by="RT-PCR"

/subtype="H5N2"

1..1467

/gene="NA"

20..1429

/gene="NA"

/codon start=1

/product="neuraminidase"
/translation="MNPNQKIITIGSVSLTIATVCFLMQIAILATTVTLHFKQNECST
PSNNQVVPCEPITIIERNITEIVYLNNTITIEKELCPKLAEYRDWSKPQCQITGFAPFSK
DNSIRLSAGGDIWVTREPYVSCSPNKCYQFALGQGTTLDNKHSNGTIHDRI PHRTLLM
NELGVPFHLGTKQVCIAWSSSSCHDGRVWLHICVTGDDRNATASFIYNGVLVDSISSW
SONILRTQESECVCINGTCTVVMTDGSASGRADTRVLFIKEGKIVHISPLSGSAQHIE
ECSCYPRYPDVRCVCRDNWKGSNRPVIDISMADYSIDSSYVCSGLVGDTPRNDDSSSN

Sanger dideoxy sequencing



BASE COUNT
ORIGIN

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961
1021
1081
1141
1201
1261
1321
1381
1441
/7
LOCUS
DEFINITION

ACCESSION
VERSION
KEYWORDS
SOURCE

ORGANISM
REFERENCE
AUTHORS
TITLE
JOURNAL
REFERENCE
AUTHORS
TITLE
JOURNAL

COMMENT

FEATURES
sourc

gene

CDS

465 a

agcaaaagca
tctaaccatt
actgcacttc
gccaatcata
aaaagaactt
cacagggttt
ttgggtaaca
cggtcaggga
ccatcgaacc
gtgcatagca
tactggggat
tattagttca
tggaacttgt
actattcatt
tatagaggag
ttggaaaggt
tagttatgtg
tagtaactgc
tgactatgga
tgagaccttc
acaagtcata
taaaagctgc
tagagtgtgg
aacaggctca
tttagaaaaa

7
Influenza
(M2)

Viruses;

Influenza
Viruses;

Influenza
Unclassif
1 (bases
Lee,M.S.,
Ting,L.J.

Unpublish
2
Lee,M.S.,
Ting,L.J.
Direct Su
Submitted

SNCKDPNNERGSPGVKGWAFDYGNDVWMGRTISKDSRSGYETFRVIEGWTTANSKSQV
NRQVIVDNNNWSGYSGIFSVKGKSCINRCFYVELIRGRPQETRVWWTSNSIVVEFCGTS

GTYGTGSWPDGANINFMPI"

275 e

ggagagaaga
gcaacagtat
aagcagaatg
atagaaagga
tgccctaaat
gctcetttet
agagaacctt
accacgctag
cttttaatga
tggtcaagct
gacaggaatg
tggtctcaaa
acagtagtaa
aaagagggga
tgttcctgtt
tcaaataggc
tgctcagggc
aaggatccta
aatgatgttt
agagtcattg
gttgacaata
atcaataggt
tggacctcaa
tggcctgatg
aactccttgt

A virus

and matrix protein 1

ssRNA
virus
ssRNA
virus
ied.
1 to

A.

A.

ed

(bases 1 to 1027)
Chen,L.H.,
and Lin,Y.

bmission

(10-FEB-2015)

1027)
Chen,L.H.,
and Lin,Y.
Avian influenza subtype H5 in geese in Taiwan,

341 g

tgaacccaaa
gtttcctcat
aatgcagcat
acataacaga
tggcagaata
ccaaggacaa
atgtatcatg
acaacaaaca
acgagttggg
caagctgcca
caaccgccag
acattctcag
tgactgatgg
aaattgttca
atccccgcta
ccgttataga
ttgttggaga
ataatgagag
ggatgggaag
aaggttggac
ataactggtc
gtttttatgt
acagtattgt
gggcgaatat
ttctact

1027 bp

(M1)

negative-strand viruses;

negative-strand viruses;

Liu,Y.P.,
L.

Liu,Y.P.,
L.

386 t

ccagaagata
gcaaattgcc
tccctcecgaac
gatagtgtat
cagggactgg
ctcaatccga
cagtcccaat
ttcaaatggc
tgttccattc
tgatggaaga
tttcatttat
aactcaggag
aagtgcatca
tatcagtcca
tccagacgtc
tataagtatg
cacaccgaga
agggagccca
aacaatcagc
aacagctaat
tggttattcc
ggagttgata
tgtgttctgt
caattttatg

mRNA

genes,

Chen,Y.P.,

Chen,Y.P.,

ataacaattg
atcctagcaa
aatcaagtag
ttgaataaca
tcgaaaccac
ctttetgctg
aaatgttatc
acaatacatg
catttgggga
gtatggctac
aatggggtgce
tcagagtgcg
ggaagggccg
ttatcaggaa
agatgtgtct
gcagattata
aacgatgata
ggagtaaaag
aaggattctc
tccaaatctc
ggcattttct
agaggaaggc
ggaacttcag
cctatataag

linear

Li,W.C.,

2015

Li,Ww.C.,

Epidemiology Research Department,

Institute for Animal Health, Chung-Cheng Rd, Tansui,

Taiwan

##Assembly-Data-STARTH#H#

Sequencing Technology

##Assembly-Data-END##
Location/Qualifiers

e

11027

/organism="Viruses;
Orthomyxoviridae;

/mol type="mRNA"
/strain="A/Goose/Taiwan/0104/2015"
/isolation_ source="organ"
/host="Goose"
/segment="7"
/country="Taiwan"
/collected by="2015-01-09"
/identified by="RT-PCR"
/subtype="H5N2"

1..1027
/gene="M1"
20..784
/gene="M1"

/codon_start=1
/product="matrix protein 1"

ssRNA negative-strand
Influenzavirus A."

Sanger dideoxy sequencing

gctctgtctc
cgactgtaac
tgccatgtga
ccatcataga
agtgtcagat
gtggggacat
agtttgcact
atagaattcc
ccaaacaagt
acatttgtgt
ttgttgacag
tctgcatcaa
atactagagt
gtgctcagca
gcagagacaa
gcattgattc
gctctagcaa
ggtgggcatt
gctcaggtta
aagtaaatag
ctgttaaagg
cacaagagac
gtacttatgg
ctttcgcaat

10-FEB-2015
(A/Goose/Taiwan/0104/2015 (H5N2) ) matrix protein 2
complete cds.

Orthomyxoviridae;

Orthomyxoviridae;

Lee,F.,

Lee,F.,

Taiwan 251,

viruses;

National



gene 26..1007
/gene="M2"
CDS join(26..51,740..1007)
/gene="M2"
/codon_start=1
/product="matrix protein 2"
/translation="MSLLTEVETPTRTEWECRCSDSSDPLVVAANIIGILHLILWILD
RLFFKCIYRRLKYGLKIGPSTEGVPESMREEYRQEQQSAVDVDDGHFVNIELE"
BASE COUNT =294 a 221 ¢ 270 g 242 t
ORIGIN
1 agcaaaagca ggtagatgtt gaaagatgag tcttctaacc gaggtcgaaa cgtacgttct
61 ctctatcatc ccgtcaggcc ccctcaaagc cgagatcgcg cagagacttg aagatgtctt
121 tgcagggaaa aacaccgatc tcgaggctct catggagtgg ctaaagacaa gaccaatcct
181 gtcacctctg actaaaggga ttttgggatt tgtgttcacg ctcaccgtgce ccagtgagcg
241 aggactgcag cgtagacgct tcgtccagaa tgccctaaat ggaaatgggg atccaaataa
301 tatggataag gcagttaagc tatataagaa gctgaaaaga gagataacat tccatggggce
361 taaggaggtc gcacttagct actcaaccgg tgcacttgcc agctgcatgg gtctcatata
421 caacaggatg ggaacggtga ctacagaagt ggcttttggc ctagtgtgtg ccacttgtga
481 gcagattgca gattcacagc atcggtccca cagacagatg gcaaccatca ccaacccatt
541 aatcagacat gagaacagaa tggtgctggc cagcactaca gctaaggcca tggagcagat
601 ggcaggatca agcgagcagg catcagaagc catggaggtt gctaaacagg ccaggcagat
661 ggtacaggca atgaggacaa ttgggactca tcctaattct agtgctggtc tgagagataa
721 tcttcttgaa aatttgcagg cctaccagaa ccgaatggga gtgcagatgc agcgattcaa
781 gtgatcctct tgttgttgcc gcaaatatca ttgggatcct gcacttgata ttgtggatcc
841 ttgatcgtct tttcttcaaa tgcatttatc gtcgccttaa atacggtttg aaaatagggc
901 cttctacgga aggggtacct gagtctatga gggaagagta ccggcaggaa cagcagagtg
961 ctgtggatgt tgacgatggt cattttgtca acatagaatt ggagtaaaaa actaccttgt
1021 ttctact
//
LOCUS 8 890 bp mRNA linear 10-FEB-2015
DEFINITION Influenza A virus (A/Goose/Taiwan/0104/2015(H5N2)) nuclear export
protein (NEP) and nonstructural protein 1 (NS1) genes, complete
cds.
ACCESSION
VERSION
KEYWORDS
SOURCE Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.
ORGANISM Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.
Unclassified.
REFERENCE 1 (bases 1 to 890)
AUTHORS Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.
TITLE Avian influenza subtype H5 in geese in Taiwan, 2015
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 890)
AUTHORS Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.
TITLE Direct Submission
JOURNAL Submitted (10-FEB-2015) Epidemiology Research Department, National
Institute for Animal Health, Chung-Cheng Rd, Tansui, Taiwan 251,
Taiwan
COMMENT ##Assembly-Data-STARTH#
Sequencing Technology Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..890

gene

/translation="-

KMSLLTEVETYVLSIIPSGPLKAETIAQRLEDVFAGKNTDLEALMEWLKTRPILSPLTK
GILGFVFTLTVPSERGLOQRRRFVQONALNGNGDPNNMDKAVKLYKKLKREITFHGAKEV
ALSYSTGALASCMGLIYNRMGTVTTEVAFGLVCATCEQIADSQHRSHROMATITNPLI
RHENRMVLASTTAKAMEQMAGSSEQASEAMEVAKQARQMVQAMRTIGTHPNSSAGLRD
NLLENLQAYQNRMGVOMQRFEFK"

/organism="Viruses;
Orthomyxoviridae;

/mol type="mRNA"
/strain="A/Goose/Taiwan/0104/2015"
/isolation_ source="organ"
/host="Goose"
/segment="8"
/country="Taiwan"
/collected by="2015-01-09"
/identified by="RT-PCR"
/subtype="H5N2"

27..864

ssRNA negative-strand viruses;
Influenzavirus A."



CDS

gene

CDS

BASE COUNT
ORIGIN
1
61
121
181
241
301
361
421
481
541
601
661
721
781
841

/7

284 a

agcaaaagca
actgetttect
tccttgaccg
tggacatcga
aatctgatga
atatgactct
caggttccct
caaacttcag
aagaaggagc
aggatgtcaa
ttcgagtctc
ctccactccce
gaaataagat
gaacaaataa
actttctcgt

/gene="NEP"

join(27..56,529..864)

/gene="NEP"

/codon_start=1

/product="nuclear export protein"
/translation="MDSNTVSSFQDILMRMSKMQLGSSSEDLNGMITQFESLRLYRDS
LGEAVMRMGDLHSLQSRNGKWREQLSQKFEEIRWLIEEVRHRLKITENSFEQITFMQOA
LOLLLEVEQEMRTFSFQLI"

27..719

/gene="NS1"

27719

/gene="NS1"

/codon_start=1

/product="nonstructural protein 1"
/translation="MDSNTVSSFQVDCFLWHVRKRFADQELGDAPFLDRLRRDQKSLR
GRGSTLGLDIETATRAGKQIVERILEEESDEALKMTIASVSASRYLTDMTLEEMSRDW
FMLMPKQKVAGSLCIRMDOQATMDKNITLKANFSVIFDRLETLILLRAFTEEGAIVGEI
SPLPSLPGHTDEDVKNAIGVLIGGLEWNDNTVRVSETLQRFAWRSSNEDGRPPLPPKQ

KRKMARTIESEV"

178 c

gggtgacaaa
ttggcatgtc

gcttcgccga
gacagctact
ggcacttaaa
tgaagagatg
ttgcatcaga
tgtgattttt
aattgtggga
aaatgcaatt
tgagactcta
tccaaagcag
ggctgattga
cgtttatgca
ttcagcttat

216 g

aacataatgg
cgcaaacgat
gatcagaagt
cgtgcgggaa
atgactattg
tcaagggact
atggaccagg

gaccggctgg
gaaatctcac

ggggtcctca
cagagattcg
aaacggaaaa
agaagtgcga
agccttacaa
ttaatgataa

212 t

attccaacac
ttgcagacca
ccctaagagg
agcagatagt
cttecagtgte
ggttcatgct
caacaatgga
agaccctaat
cattaccttc
tcggaggact
cttggagaag
tggcgagaac
cataggttga
ctattgettg
aaaacaccct

tgtgtcaagc
agaactgggt
aagaggcagc
ggagcggatt
ggcttcacgc
catgcccaaa
taaaaacatc
actacttagg
tcttccagga
tgaatggaat
cagtaatgag
aattgagtca
agattacaga
aagtggagca
tgtttctact

tttcaggtag
gatgccccat
actcttggtc
ctggaagaag
tacctaacag
cagaaagtgg
acattaaaag
gctttcacag
catactgatg
gataacacag
gatgggagac
gaagtttgaa
gaacagtttc
agagatgaga



