LOCUS 1 1776 bp mRNA linear 29-JAN-2015
DEFINITION Influenza A virus A/Goose/Taiwan/0103/2015 (HS5NS8)) hemagglutinin
(HA) gene, complete cds.
ACCESSION
VERSION
KEYWORDS
SOURCE Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.
ORGANISM Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.
Unclassified.
REFERENCE 1 (bases 1 to 1776)
AUTHORS Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.
TITLE Avian influenza subtype HS5 in geese in Taiwan, 2015
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 1776)
AUTHORS Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.
TITLE Direct Submission
JOURNAL Submitted (29-JAN-2015) Epidemiology Research Department, National
Institute for Animal Health, Chung-Cheng Rd, Tansui, Taiwan 251,
Taiwan
COMMENT ##Assembly-Data-STARTH##
Assembly Method Lasergene DNASTAR v. Jan. 2015
Sequencing Technology Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 151776
/organism="Viruses; ssRNA negative-strand viruses;
Orthomyxoviridae; Influenzavirus A."
/mol type="mRNA"
/Strain:"A/GS/TW/0103/2015”
/isolation source="organ"
/host="goose"
/segment="4"
/country="Taiwan"
/collection date="2015/01/09"
/subtype="H5N8"
gene 1..1776
/gene="HA"
CDS 29..1732
/gene="HA"

BASE COUNT
ORIGIN

il

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961
1021

617 a

agcaaaagca
tagccttgtt
ggttgacacg
gacacacaac
tagcgtagct
atggtcttac
caatgactat
gatcatcccc
tccataccag
tgcatacccg
gtgggggatt
cacttatgtt
tagatcccaa
gaatgatgca
aattgtcaag
caccaaatgt
ccctcectcacce
tgggctcaga

/codon_start=1

/product="hemagglutinin"
/translation:"MEKIVLLLAVISLVKSDQICIGYHANNSTKQVDTIMEKNVTVTH
AQDILEKTHNGKLCDLNGVKPLILKDCSVAGWLLGNPMCDEFIRVPEWSYIVERANPA
NDLCYPGTLNDYEELKHLLSRINHFEKTLIIPRSSWPNHETSLGVSAACPYQGASSFF
RNVVWLIKKDDAYPTIKISYNNTNREDLLILWGIHHSNNAAEQTNLYKNPDTYVSVGT
STLNQRLVPKIATRSQVNGQSGRMDFFWTILKPNDAIHFESNGNFIAPEYAYKIVKKG
DSTIMKSEMEYGHCNTKCQTPIGAINSSMPFHNIHPLTIGECPKYVKSNKLVLATGLR
NSPLRERRRKRGLFGAIAGFIEGGWQGMVDGWYGYHHSNEQGSGYAADKESTQKAIDG
VINKVNSTIDKMNTQFEAVGREFNNLERRIENLNKKMEDGFLDVWTYNAELLVLMENE
RTLDFHDSNVKNLYDKVRLOLRDNAKELGNGCFEFYHKCDNECMESVRNGTYDYPKYS
EEAILKREEISGVKLESIGTYQILSIYSTVASSLALAIIVAGLSLWMCSNGSLQCRIC
Ill

426 t

332 ¢ 401 g

ggggtataat
aaaagtgatc
ataatggaga
gggaagctct
gggtggctcc
atcgtggaga
gaggaactga
aggagttctt
ggagcatcct
acaataaaga
catcattcca
tccgtgggga
gtaaacgggc
atccactttg
aaaggggact
caaactccaa

atcggggaat
aatagtcctc

ctgtcaaaat
agatttgcat
aaaacgtcac
gcgatcttaa
ttggaaatcc
gggctaaccc
aacacctatt
ggcccaatca
catttttcag
taagctacaa
acaatgcagc
catcaacatt
aaagtggaag
agagtaatgg
caacaattat
taggggcgat
gccctaaata
taagagaaag

ggagaaaata
tggttaccac
tgttacacat
tggagtgaag
aatgtgcgac
agccaacgac
gagccgaata
tgaaacatca
aaatgtggta
taataccaat
agagcagaca
aaaccagaga
aatggatttc
aaatttcatt
gaaaagtgaa
aaactctagc
cgtgaagtca
aagaagaaaa

gtgettette
gcaaacaact
gcccaagaca
ccccectgatte
gagttcatca
ctctgttacc
aatcattttg
ttaggggtga
tggctcatca
cgggaagatc
aatctctata
ttggtgccaa
ttctggacaa
gctccagaat
atggagtatg
atgccattcc
aacaaattag
agaggacttt

ttgcagtgat
caacaaagca
tactagaaaa
taaaggattg
gggtgccgga
cagggaccct
aaaaaactct
gcgcagcatg
aaaaggacga
ttttgatact
aaaacccaga
aaatagctac
ttttaaaacc
atgcatacaa
gccactgcaa
acaatataca
tccttgecgac
ttggagctat
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BASE COUNT
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61
121
181
241

agcagggttt atagagggag gatggcaggg aatggtagac ggttggtatg ggtatcatca
tagcaatgag caggggagtg ggtacgctgc agacaaagaa tccacccaaa aggcaataga
tggagttacc aataaggtca actcaatcat tgacaaaatg aacactcaat ttgaggccgt
tggaagggaa tttaataact tagaaaggag aatagagaat ttaaacaaga aaatggaaga
cggattccta gatgtctgga cttataatgc tgaactttta gttctcatgg aaaatgagag
aactctagat ttccatgact caaatgtcaa gaacctttac gacaaagtcc ggctacagct
tagggataat gcaaaagagc tgggtaatgg ttgtttcgag ttctatcaca aatgtgataa
cgaatgtatg gagagcgtaa gaaatgggac gtatgactac cctaagtatt cagaagaagc
aatattaaaa agagaagaaa taagcggagt gaaattagaa tcaataggaa cttaccaaat
actgtcaatt tattcaacag tggcgagttc cctagcactg gcaatcatag tggctggtct
atctttatgg atgtgctcta atggatcgtt acaatgcaga atttgcatct aaatttgtga
gctcagattg tagttaaaaa cacccttgtt tctact
2 1776 bp mRNA linear 29-JAN-2015
Influenza A virus A/Goose/Taiwan/0104/2015 (HS5N2)) hemagglutinin
(HA) gene, complete cds.
Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.
Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.
Unclassified.
1 (bases 1 to 1776)
Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.
Avian influenza subtype H5 in geese in Taiwan, 2015
Unpublished
2 (bases 1 to 1776)
Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.
Direct Submission
Submitted (29-JAN-2015) Epidemiology Research Department, National
Institute for Animal Health, Chung-Cheng Rd, Tansui, Taiwan 251,
Taiwan
##Assembly-Data-STARTH#
Assembly Method Lasergene DNASTAR v. Jan. 2015
Sequencing Technology Sanger dideoxy sequencing
##Assembly-Data-END##
Location/Qualifiers
e 1..1776
/organism="Viruses; ssRNA negative-strand viruses;
Orthomyxoviridae; Influenzavirus A."
/mol type="mRNA"
/strain="A/GS/TW/0104/2015"
/isolation source="organ"
/host="goose"
/segment="4"
/country="Taiwan"
/collection date="2015/01/09"
/subtype="H5N2"
1w « 17776
/gene="HA"
29..1732
/gene="HA"

616 a

agcaaaagca
tagccttgtt
ggttgacacg
gacacacaac
tagcgtagct

/codon_start=1
/product="hemagglutinin"

/translation="MEKIVLLLAVISLVKSDQICIGYHANNSTKQVDTIMEKNVTVTH
AQDILEKTHNGKLCDLNGVKPLILKDCSVAGWLLGNPMCDEFIRVPEWSYIVERANPV
NDLCYPGTLNDYEELKHLLSRINHFEKTLITIPRSSWPNHETSLGVSAACPYQGASSFF
RNVVWLIKKNDAYPTIKISYNNTNREDLLILWGIHHSNNAAEQTNLYKNPDTYVSVGT
STLNQRLVPKIATRSQVNGQSGRMGFFWTILKPNDATHFESNGNFIAPEYAYKIVKKG
DSTIMKSEMEYGHCNTKCQTPIGAINSSMPFHNIHPLTIGECPKYVKSNKLVLATGLR
NSPLRERRRKRGLFGAIAGFIEGGWQGMVDGWYGYHHSNEQGSGYAADKESTQKAIDG
VTNKVNSIIDKMNTQFEAVGREFNNLERRIENLNKKMEDGFLDVWTYNAELLVLMENE
RTLDFHDSNVKNLYDKVRLQLRDNAKELGNGCFEFYHKCDNECMESVRNGTYDYPKYS
EEAILKREEISGVKLESIGTYQILSIYSTVASSLALAIIVAGLSLWMCSNGSLQCRIC
Ill

424 t

332 ¢ 404 g

ggggtataat
aaaagtgatc
ataatggaga
gggaagctct

gggtggctcc

ctgtcaaaat
agatttgcat
aaaacgtcac
gcgatcttaa
ttggaaatcc

ggagaaaata
tggttaccat
tgttacacat
tggagtgaag
aatgtgcgac

gtgcttcttc
gcaaacaact
gcccaagaca
ccectgatte
gagttcatca

ttgcagtgat
caacaaagca
tactggaaaa
taaaggattg
gggtgccgga
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atggtcttac
caatgactat
gatcatcccc
tccataccag
tgcatacccg
gtgggggatt
cacttatgtt
tagatcccaa
gaatgatgca
aattgtcaag
caccaaatgt
cecetetcacc
tgggctcaga
agcagggttt
tagcaatgag
tggagttacc
tggaagggaa
cggattccta
aactctagat
tagggataat
cgaatgcatg
aatattaaaa
actgtcaatt
atctttatgg
gctcagattg

3

Influenza A virus A/Goose/Taiwan/01042/2015

(HA) gene

atcgtggaga
gaggaactga
aggagttctt
ggagcatcct
acaataaaga
catcattcca
tccgtgggga
gtaaacgggc
atccactttg

aaaggggact
caaactccaa

atcggggaat
aatagtcctc
atagagggag
caggggagtg
aataaggtca
tttaataact
gatgtctgga
ttccatgact
gcaaaagagc
gagagcgtaa
agagaagaaa
tattcaacag
atgtgctcta
tagttaaaaa

, complete

gggctaaccc
aacacctatt
ggcccaatca
catttttcag
taagctacaa
acaatgcagc
catcaacatt
aaagtggaag
agagtaatgg
caacaattat
taggggcgat
gccccaaata
taagagaaag
gatggcaggg
ggtacgctgc
actcaatcat
tagaaaggag
cttataatgc
caaatgtcaa
tgggcaatgg
gaaatgggac
taagcggagt
tggcgagttc
atgggtcgtt
caccettgtt

1776 bp

cds.

agtcaacgac
gagcagaata
tgaaacatca
aaatgtggta
taataccaat
agagcagaca
aaaccagaga
aatgggtttc
aaatttcatt
gaaaagtgaa
aaactctagc
cgtgaagtca
aagaagaaaa
aatggtagac
agacaaagaa
tgacaaaatg
aatagagaat
tgaactttta
gaacctttac
ttgtttcgag
gtatgactac
gaaattagaa
cctagcactg
acaatgcaga
tetaect

mRNA

ctctgttacc
aatcattttg
ttaggggtga
tggctcatca
cgggaagatc
aatctctata
ttggtgccaa
ttctggacaa
gctccagaat
atggagtatg
atgccattcc
aacaaattag
agaggactat
ggttggtatg
tccacccaaa
aacactcaat
ttaaacaaga
gttctcatgg
gacaaagtcc
ttctatcaca
cctaagtatt
tcaataggaa
gcaatcatag
atttgecatet

linear
(H5N3) )

cagggaccct
agaaaactct
gcgcagcatg
aaaagaacga
ttttgatact
aaaacccaga
aaatagctac
ttttaaaacc
atgcatacaa
gccactgcaa
acaatataca
tccttgecgac
ttggagctat
ggtatcatca
aggcaataga
ttgaggccgt
aaatggaaga
aaaatgagag
ggctacagct
aatgtgataa
cagaagaagc
cttaccaaat
tggctggtct
aaatttgtga
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##Assembly-Data-END##
Location/Qualifiers

e

L...L776

/organism="Viruses;
Orthomyxoviridae;

/mol type="mRNA"
/strain="A/GS/TW/01042/2015"
/host="goose"
/segment="4"

/tissue type="organ"
/country="Taiwan"
/collection date="2015/01/12"
/subtype="H5N3 "

1..1776
/gene="HA"
29..1732
/gene="HA"

/codon_start=1
/product="hemagglutinin"

Jan. 2

015

ssRNA negative-strand viruses;
Influenzavirus A."

/translation="MEKIVLLLAVISLVKSDQTCIGYHANNSTKQVDTIMEKNVTVTH
AQDILEKTHNGKLCDLNGVKPLILKDCSVAGWLLGNPMCDEFIRVPEWSYIVERANPA
NDLCYPGTLNDYEELKHLLSRINHFEKTLIIPRSSWPNHETSLGVSAACPYQGASSFF
RNVVWLIKKNDAYPTIKISYNNTNREDLLILWGIHHSNNAAEQTNLYKNPDTYVSVGT
STLNQRLVPKIATRSQVNGQSGRMDFFWTILKPNDATHFESNGNFIAPEYAYKIVKKG



BASE COUNT

ORIGIN
1
61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
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617 a

agcaaaagca
tagccttgtt
ggttgacacg
gacacacaac
tagcgtagct
atggtcttac
caatgactat
gatcatcccc
tccataccag
tgcatacccg
gtgggggatt
cacttatgtt
tagatcccaa
gaatgatgca
aattgtcaag
caccaaatgt
ccecteocteace
tgggctcaga
agcagggttt
tagcaatgag
tggagttacc
tggaagggaa
cggattccta
aactctagat
tagggataat
cgaatgtatg
aatattaaaa
actgtcaatt
atctttatgg
gctcagattg

DSTIMKSEMEYGHCNTKCQTPIGAINSSMPFHNIHPLTIGECPKYVKSNKLVLATGLR
NSPLRERRRKRGLFGATAGFIEGGWQGMVDGWYGYHHSNEQGSGYAADKESTQKATIDG
VTNKVNSTIDKMNTQFEAVGREFNNLERRIENLNKKMEDGFLDVWTYNAELLVLMENE
RTLDFHDSNVKNLYDKVRLQLRDNAKELGNGCFEFYHKCDNECMESVRNGTYDYPKYS
EEATILKREEISGVKLESIGTYQILSIYSTVASSLALATIVAGLSLWMCSNGSLQCRIC

III
330 c

ggggtataat
aaaagtgatc
ataatggaga
gggaagctct
gggtggctcc
atcgtggaga
gaggaactga
aggagttctt
ggagcatcct
acaataaaga
catcattcca
tccgtgggga
gtaaacgggc
atccactttg
aaaggggact
caaactccaa
atcggggaat
aatagtcctc
atagagggag
caggggagtg
aataaggtca
tttaataact
gatgtctgga
ttecatgact
gcaaaagagc
gagagcgtaa
agagaagaaa
tattcaacag
atgtgctcta
tagttaaaaa

403 g

ctgtcaaaat
agatttgcat
aaaacgtcac
gcgatcttaa
ttggaaatcc
gggctaaccc
aacacctatt
ggcccaatca
catttttcag
taagctacaa
acaatgcagc
catcaacatt
aaagtggaag
agagtaatgg
caacaattat
taggggcgat
gccccaaata
taagagaaag
gatggcaggg
ggtacgctgc
actcaatcat
tagaaaggag
cttataatgc
caaatgtcaa
tgggtaatgg
gaaatgggac
taagcggagt
tggcgagttc
atgggtcgtt
cacccttgtt

426 t

ggagaaaata
tggttaccat
tgttacacat
tggagtgaag
aatgtgcgac
agccaacgac
gagcagaata
tgaaacatca
aaatgtggta
taataccaat
agagcagaca
aaaccagaga
aatggatttc
aaatttcatt
gaaaagtgaa
aaactctagc
cgtgaagtca
aagaagaaaa
aatggtagac
agacaaagaa
tgacaaaatg
aatagagaat
tgaactttta
gaacctttac
ttgtttcgag
gtatgactac
gaaattagaa
cctagcactg
acaatgcaga
tetact

gtgcttcttc
gcaaacaact
gcccaagaca
cccectgattt
gagttcatca
ctctgttacc
aatcattttg
ttaggggtga
tggctcatca
cgggaagatc
aatctctata
ttggtgccaa
ttctggacaa
gctccagaat
atggagtatg
atgccattcc
aacaaattag
agaggactat
ggttggtatg
tccacccaaa
aacactcaat
ttaaacaaga
gttctcatgg
gacaaagtcc
ttctatcaca
cctaagtatt
tcaataggaa
gcaatcatag
atttgeatet

ttgcagtgat
caacaaagca
tactggaaaa
taaaggattg
gggtgccgga
cagggaccct
agaaaactct
gcgcagcatg
aaaagaacga
ttttgatact
aaaacccaga
aaatagctac
ttttaaaacc
atgcatacaa
gccactgcaa
acaatataca
tccttgecgac
ttggagctat
ggtatcatca
aggcaataga
ttgaggccgt
aaatggaaga
aaaatgagag
ggctacagct
aatgtgataa
cagaagaagc
cttaccaaat
tggctggtct
aaatttgtga



