LOCUS 1 . 2341 bp mRNA linear 10-FEB-2015
DEFINITION Influenza A virus (A/Goose/Taiwan/0103/2015 (H5N8)) polymerase PB2
(PB2) gene, complete cds].
ACCESSION
VERSION
KEYWORDS
SOURCE Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.
ORGANISM Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.
Unclassified.
REFERENCE 1 (bases 1 to 2341)
AUTHORS Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.
TITLE Avian influenza subtype H5 in geese in Taiwan, 2015
JOURNAL Unpublished
REFERENCE 2 (bases 1 to 2341)
AUTHORS Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.
TITLE Direct Submission
JOURNAL Submitted (10-FEB-2015) Epidemiology Research Department, National
Institute for Animal Health, Chung-Cheng Rd, Tansui, Taiwan 251,
Taiwan
COMMENT ##Metadata-STARTH#
Sequencing Technology Sanger dideoxy sequencing
##Metadata-ENDH##
FEATURES Location/Qualifiers
source 1..2341
/organism="Viruses; ssRNA negative-strand viruses;
Orthomyxoviridae; Influenzavirus A."
/mol type="mRNA"
/strain="A/Goose/Taiwan/0103/2015"
/isolation source="organ"
/host="goose"
/segment="1"
/country="Taiwan"
/collection date="2015-01-09"
/identified by="RT-PCR"
/subtype="H5N8"
gene 1..2341
/gene="PB2"
CDS 28..2307

/gene="PB2"
/codon_start=1
/product="polymerase PB2"
/translation="MERIKELRDLMSQSRTREILTKTTVDHMAIIKKYTSGRQEKNPA
LRMKWMMAMKYPITADKRIMEMIPERNEQGOTLWSKTNDAGSDRVMVSPLAVTWWNRN
GPTASTVHYPKVYKTYFEKVERLKHGTFGPVHFRNQIKIRRRVDINPGHADLSAEEAQ
DVIMEVVFPNEVGARILTSESQLTITKEKKEELOQDCKIAPLMVAYMLERELVRKTRFL
PVAGGTSSVYIEVLHLTQGTCWEQMYTPGGKVRNDDVDQSLITAARNIVRRATVSADP
LASLLEMCHSTQIGGTRMVDILRONPTEEQAVDICKAAMGLRISSSFSFGGFTFKRTS
GSSVRKEEEVLTGNLQTLKIRVHEGYEEFTMVGRRATAILRKATRRLIQLIVSGRDEQ
SIAEAIIVAMVFSQEDCMIKAVRGDLNFVNRANQRLNPMHQLLRHFQKDAKVLFONWG
IEPIDNVMGMIGILPDMTPSTEMSLRGVRVSKMGVDEYSSTERVVVSIDRFLRVRDQQ
GNVLLSPEEVSETLGTEKLTITYSSSMMWEINGPESVLVNTYQWITIRNWEIVKIQWSQ
DPTMLYNKVEFEPFQSLVPKAARGQYSGFVRTLFQOMRDVLGTFDTIQIIKLLPFAAA
PPEHSRMQFSSLTVNVRGSGMRILVRGNSPVFNYNKATKRLAVLGKDAGALTEDPDEG
TTGVESAVLRGFLILGKEDRRYGPALSINELSNLAKGEKANVLIGQGDVVLVMKRKRD
SSILTDSQTATKRIRMVIN"
446 c 590 g

BASE COUNT 510 t

ORIGIN

795 a

1 agcaaaagca ggtcaaatat attcagtatg gagagaataa aagaactaag agatctaatg

61
121
181
241
301
361
421
481
541
601
661
721
781
841

tetcaateec
aagaaataca
gcaatgaaat
gaacaaggcc
tecteccectag
ccaaaggtct
eéecgtteact
gcagatctca
gtgggagcta
gaactccagg
gtccgcaaaa
ctgcacttga
aatgacgatg
gtatcagcgg

gcactcgcga
catcaggaag
atccaatcac
agacgctttg
ctgtaacttg
acaaaacata
tccgaaacca
gtgccgaaga
gaatattgac
attgcaagat
ccagattcct
ctcaagggac
ttgaccagag
atccactggc

gatactaaca
acaagagaag
agcagacaag
gagcaagaca
gtggaataga
ctttgagaag
aattaagata
agcacaagat
atcagagtca
tgctccttta
accagtagca
ctgctgggaa
tttgatcatc
atcattattg

aaaaccactg
aatcctgctc
agaataatgg
aatgatgctg
aatggaccaa
gttgaaaggt
cgccgceccgag
gtcatcatgg
caattgacaa
atggtggcat
ggtgggacaa
cagatgtaca
gcggccagaa
gagatgtgcc

tggaccatat
tcagaatgaa
aaatgattcc
gatcagacag
cagcaagtac
taaagcatgg
ttgacataaa
aggtcgtttt
taacgaaaga
acatgttgga
gcagtgtgta
ctccaggcgg
acattgtcag
acagcacaca

ggccataatc
atggatgatg
tgaaagaaat
agtgatggtg
agtccattat
aaccttcggt
cccaggccat
cccaaatgaa
gaaaaaagaa
aagagaactg
cattgaggta
aaaagtgagg
gagagcaacg
aattggtggg
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TITLE
JOURNAL
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AUTHORS
TITLE
JOURNAL

COMMENT

FEATURES
sourc

gene

CDS

acaaggatgg
aaagcagcaa
agaacaagtg
ttgaaaataa
gccattctaa
caatcaatcg
aaggcagtcc
catcaactcc
gaacctattg
gagatgtcac
gagagagtgg
ctcctatctc
tcatcatcaa
tggatcatca
tacaataagg
tacagtggat
actattcaga
caattttett
aactcceceetg
gcaggtgcat
agggggttcc
gaactgagca
gtgctggtaa
aaaagaattc
t

2
Influenza
(PB1) gen

tggatattct
tgggtttgag
gttcatccgt
gagtacatga
ggaaagcaac
ctgaagcaat
gaggcgatct
tgagacactt
ataatgtcat
taagaggagt
ttgtaagcat
ccgaagaggt
tgatgtggga
gaaattggga
tggagtttga
ttgtgagaac
taataaagct
ecctgaccgt
tgttcaacta
taacagagga
taattctggg
atcttgcgaa
tgaaacggaa
ggatggtcat

A virus
el

taggcaaaat
gattagttca
tagaaaggaa
ggggtatgag
tagaaggctg
catcgtagcc
aaattttgtg
ccaaaaagat
ggggatgatt
aagagttagt
tgaccgtttc
cagcgaaaca
aatcaatggt
aattgtgaag
accgttccaa
actgttccaa
gttaccgttt
gaatgtaaga
caataaggca
tccagatgag
caaggaggac

aggggagaaa
acgggactct
caattagtat

2340 bp
(A/Goose/Taiwan/0103/2015 (H5N8) )
complete cds].

ccaactgagg
tcctttagcect
gaggaagtgc
gagttcacaa
attcagttga
atggtgttct
aacagagcaa
gcaaaagtgc
gggatattac
aaaatgggag
ttgcgggttc
ctgggaacag
cctgagtcag
attcaatggt
tccttggtac
caaatgcgtg
gcagcagccc
ggctcgggaa
accaaaaggc
gggacaacag
agaagatatg
gccaatgtgc
agcatactta
cgaattgttt

mRNA

aacaagctgt
ttggaggatt
ttacaggcaa
tggttgggcg
tagtaagtgg
cacaggagga
accaaagatt
tgtttcaaaa
ctgacatgac
tagatgaata
gagatcagca
aaaaattaac
tgctggtcaa
ctcaagaccc
ctaaagctgc
acgtattggg
caccggagca
tgagaatact
ttgcagtcct
gagtggaatc
gaccagcact
tgatagggca
ctgacagcca
aaaaacgacc

linear

ggatatatgc
caccttcaaa
cctccaaaca
aagagcaaca
aagagacgaa
ttgcatgata
gaaccccatg
ttgggggatt
tccaagcaca
ttccagcact
ggggaacgta
aataacatat
cacctatcaa
cacgatgctg
cagaggccaa
gacatttgat
tagcagaatg
cgtaaggggt
tggaaaggac
cgcagtactg
aagcatcaat
aggagacgtg
gacagcgacc
ttgtttctac

10-FEB-2015
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Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;

Influenza
Viruses;

Influenza
Unclassif
L
Lee,M.S.,
Ting,L.J.

Unpublish

2 (bases 1 to 2340)
Chen,L.H.,
and Lin,Y.

Lee,M.S.,
Ting,L.J.
Direct Su
Submitted

virus A.

ssRNA negative-strand viruses;

virus A.

ied.

(bases 1 to 2340)
Chen,L.H.,
and Lin,Y.
Avian influenza subtype H5 in geese in Taiwan,

ed

bmission

(1L0-FEB-2015)

Ida,¥y.P.,
L

Liu,Y.P.,
L.

Chen,Y.P.,

Chen,Y.P.,

Li,w.C.,

2015

Li,w.C.,

Epidemiology Research Department,

Institute for Animal Health, Chung-Cheng Rd, Tansui,

Taiwan
##Metadat

Sequencing Technology

##Metadat

e

a-STARTH#H#

a-END##

Location/Qualifiers

1..2340

/organism="Viruses;
Orthomyxoviridae;

/mol_type="mRNA"
/strain="A/Goose/Taiwan/0103/2015"
/isolation_source="organ"
/host="goose"
/segment="2"
/country="Taiwan"
/collection date="2015-01-09"
/identified by="RT-PCR"
/subtype="H5N8"

1..2340

Sanger dideoxy sequencing

Orthomyxoviridae;

Lée, F. ,

Lee, F.,

Taiwan 251,

ssRNA negative-strand viruses;
Influenzavirus A."

National

/gene="PB1"

24..2297

/gene="PB1"

/codon_start=1
/translation="MDVNPTLLFLKVPAQNAISTTFPYTGDPPYSHGTGTGYTMDTVN
RTHQYSEKGKWTTNTETGAPQLNPIDGPLPEDNEPSGYAQTDCVLEAMAFLEESHPGI
FENSCLETMEVVQQOTRVDKLTQGRQTYDWTLNRNQPAATALANTIEVFRSNGLAANES
GRLIDFLKDVMESMDKEEMEITTHFQRKRRVRDNMTKKMVTQRTIGKKKQRLNKRSYL
IRALTLNTMTKDAERGKLKRRAIATPGMOQIRGFVYFVETLARSICEKLEQSGLPVGGN
EKKAKLANVVRKMMTNSQDTELSFTITGDNTKWNENQNPRMFLAMITYITRNQPEWFR
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792 a

agcgaaagca
cagcgcaaaa
gaacaggaac
gaaagtggac
taccggagga
ctttccttga
tcgttcagca
tgaatagaaa
atggtctggce
caatggataa
acaacatgac
acaagaggag
gaggcaaatt
attttgtcga
ttggagggaa
cacaagatac
aaaatcctcg
ttaggaatgt
aaggatacat
ttgcaaacat
gacctctgct
acatgctgag
aaaccacata
cgccgaatca
ttgggatcaa
caagcttttt
gagtatctgg
atatgataaa
aagactatag
cattcgagct
atggagggcc
gggaactgat
gtcataagga
agagcatgga
ccattctcaa
gcagtctatt
gcatggtgga
gaaggatcaa
tcagacggca

3

Influenza A virus
gene,

(PA)

Viruses;

Influenzavirus

Viruses;

Influenzavirus

NVLSTAPIMFSNKMARLGKGYMFESKSMKLRTQIPAEMLANIDLKYFNESTRKKIEKT
RPLLIDGTASLSPGMMMGMFNMLSTVLGVSILNLGOKRYTKTTYWWDGLQSSDDFALT
VNAPNHEGIQAGVDRFYRTCKLVGINMSKKKSYINRTGTFEFTSFFYRYGFVANFSME
LPSFGVSGINESADMSIGVTVIKNNMINNDLGPATAQMALQLFIKDYRYTYRCHRGDT
QIQTRRSFELKKLWEQTRSKAGLLVSDGGPNLYNIRNLHIPEVCLKWELMDEDYQGRL
CNPQNPFVSHKEIESVNNAVVMPAHGPAKSMEYDAVATTHLWIPKRNRSTLNTSQRGT
LEDEQMYQKCCSLFEKFFPSSSYRRPVGISSMVEAMVSRARIDARIDFESGRIKKEEF

AEIMKICSTIEELRRQK"

118..390

/gene="PB1-

118..390

/gene="PB1-

F2"

F2n

/codon_start=1
/product="PB1-F2 protein"

/translation="MEQEQDIPWTQSTEHINTQRRESGOQTORPEHPNSTQLMDHYRR

TMSQADMHKQTACWKQWLSLKNPTQGSLKTLVLKRWKSFSKQEWTN"

474 c

ggcaaccatt
tgctataagc
aggatatacc
aacaaacaca
caatgagcca
agaatcccac
aacaagagtg
ccaaccggct
ggccaatgaa
agaagaaatg
caagaagatg
ctatttgata
gaagaggcgg
aacactagcg
tgagaagaag
agagctttcc
gatgtttttg
cttgagcatt
gtttgaaagt
tgacttgaaa
gatcgatggc
cacagtacta
ctggtgggat

tgaggggata
catgagcaaa

ctatcgctac
gatcaatgaa
caatgatctt
gtacacatac
gaagaagctg
aaatctatac
ggatgaagat
aattgagtcc
atatgatgct
taccagccaa
cgagaaattc
ggccatggtg
gaaagaagag
aaaatagtga

complete

ssRNA
y
ssRNA
A.

Unclassified.

1 (bases 1 to 2233)
Chen,L.H.,
and Lin, Y.
Avian influenza subtype H5 in geese in Taiwan,

Lee,M.S.,
Ting,L.J.

Unpublished

2 (bases 1 to 2233)

Lee,M.S., Chen,L.H.,

564 g

tgaatggatg
actacattcc
atggacacag
gagaccggag
agcggatatg
ccagggatct
gacaaactaa
gcaactgctt
tcggggagac
gaaataacaa
gtcacacaaa
agagcactga
gcaattgcaa
aggagcatct
gctaaattgg
ttcacaatca
gcaatgataa
gcccctataa
aagagcatga
tacttcaacg
acagcctcat
ggggtctcaa
ggacttcaat
caagcaggag
aagaagtctt
ggatttgtag
tcggctgaca
ggaccagcaa
cgatgccaca
tgggagcaga
aacattcgga
taccagggca
gtaaacaatg
gttgcgacta
aggggaatcc
ttccccagta
tctagggccc
tttgctgaga
atttagcttg

2233 bp
(A/Goose/Taiwan/0103/2015 (H5N8) )

cds] .

negative-strand viruses;

Liw,Y.P.,
L.

Liu,Y.P.,

510 €

tcaatccgac
cttacactgg
tcaacagaac
caccccaact
cacaaacaga
ttgaaaactc
cccaaggtcg
tggccaacac
taatagattt
cacatttcca
gaacaatagg
cactgaacac
cacccgggat
gtgagaaact
caaatgtcgt
caggagacaa
catacatcac
tgttctcaaa
agctacggac
aatccacgag
tgagtcctgg
tcctgaatct
cctctgatga
tggataggtt
acataaaccg
ccaacttcag
tgagcattgg
cagctcagat
ggggtgatac
cccgttcaaa
atctccacat
ggctgtgtaa
ctgtggtaat
cacatttatg
ttgaggatga
gttcatacag
gaattgatgc
tcatgaagat
tccttcatga

mRNA

Chen,Y.P.,

Chen,Y.P.,

tttactttte
agatcctcca
acatcaatac
caacccaatt
ctgecgtgttg
ttgtcttgaa
ccagacttat
tatagaagtc
cctcaaggat
gagaaagaga
gaagaagaag
aatgacaaaa
gcagattaga
cgagcaatct
gagaaaaatg
caccaaatgg
aaggaatcaa
caaaatggca
acaaataccg
aaagaaaatc
aatgatgatg
tggacaaaag
tttcgetcte
ctataggact
gacagggaca
tatggagcta
agtcacagtg
ggctctccaa
acaaattcaa
ggcagggctg
cccagaggtc
tcctcagaac
gccagcccat
gattcctaag
gcagatgtac
gaggccagtt
acgcattgat
ctgttecacc
gaaaatgcct

linear

Li,wWw.C.,

2015

Li,W.C.,

ttaaaagtgc
tacagccatg
tcagagaagg
gatggaccat
gaagcaatgg
acgatggaag
gactggacac
ttcagatcga
gtgatggagt
agggtaagag
caaaggctaa
gatgcagaac
ggattcgtgt
gggctccctg
atgactaact
aatgagaatc
cctgaatggt
agattaggga
gcagaaatgc
gagaaaataa
ggcatgttca
aggtacacca
atagtgaatg
tgcaaactgg
tttgagttca
cccagctttg
ataaaaaaca
ctattcatca
acgaggagat
ttggtatcag
tgcttgaagt
ccgtttgtta
ggtccggcca
aggaaccgtt
cagaagtgct
ggaatttcca
ttcgaatctg
attgaagagc
tgtttctact

10-FEB-2015
polymerase PA

Orthonyxoviridae;

negative-strand viruses; Orthomyxoviridae;

Lee,F.,

Lee,F.,
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1

61
1.2
181
241
301
361
421
481
541
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661
721
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841
901
961
1021
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1141
1201
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Submitted
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##Metadat
Sequencin
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e

746 a

agcaaaagca
atcgtcgagc
aacaaattcg
tttattgatg
aaacaccgat
agtatctgca
aaggagaacc
gaaaaggcaa
gaggagatgg
accaggttgt
caatctgaga
aggcttgcca
gtggatggat
gtgaacgcca
ggtccteectt
gaagacccaa
acgttttttg
aactatctct
acaatcccaa
aatatggcac
tatgacagtg
aaagcatgcg
gctccaattg
tgcagggcaa

and Lin,Y.L.
bmission

(10-FEB-2015) Epidemiology Research Department, National
for Animal Health, Chung-Cheng Rd, Tansui, Taiwan 251,
a-STARTH#
g Technology Sanger dideoxy sequencing
a-END##
Location/Qualifiers
1..2233

/organism="Viruses; ssRNA negative-strand viruses;
Orthomyxoviridae; Influenzavirus A."

/mol type="mRNA"

/strain="A/Goose/Taiwan/0103/2015"

/isolation source="organ"

/host="goose"

/segment="3"

/country="Taiwan"

/collection date="2015-01-09"

/identified_by="RT-PCR"

/subtype="H5N8"

1..2233

/gene="PA"

25..2175

/gene="PA"

/codon_start=1
/translation="MEDFVRQCFNPMIVELAEKTMKEYGENPKIETNKFAAICTHLEV
CFMYSDFHFIDERGKSIIVESGDPNALLKHRFEITEGRDRTMAWTVVNSICNTTGVDK
PKFLPDLYDYKENRFIEIGVTRREVHTYYLEKANKIKPEKTHIHIFSFTGEEMATKAD
YTLDEESRARIKTRLFTIRQEMANRGLWDSFRQSERGEETIEERFEITGTMRRLANQS
LPPNFSSLENFRAYVDGFKPNGCLEGKLSQOMSKEVNARIEPFMKTTPRPLRLPDGPPC
SQRSKFLLMDSLKLSIEDPSHEGEGIPLYDAIKCMKTFFGWKEPNIVKPHVKGINPNY
LLAWKQVLAELQDIENEETIPKTKNMKKTSQLKWALGENMAPEKVDFEDCRDVSDLRQ
YDSDEPEPRSLSSWIQSEFNKACELTDSSWIELDEIGEDVAPTIEHIASMRRNYFTAEV
SHCRATEYIMKGVYINTALLNSSCAAMDDFQLIPMISKCRTKEGRRKTNLYGFIIKGR
SHLRNDTDVVNFVSMEFSLTDPRLEPHKWEKYCVLEIGDMLLRTAIGQVSRSMFLYVR
TNGTSKIKMKWGMEMRRCLLQOSLQQIESMIEAESSVKEKDMTKEFFENKSETWPIGES
PKGVEESSIGKVCRTLLAKSVFNSLYASPQLEGFSAESRKLLLIVQAFRDNLEPGTFEFD
LGGLYEAIEECLINDPWVLLNASWFNSFLTHALK"

25..784
/gene="PA-X"
25..784

/gene="PA-X"

/codon_start=1

/product="PA-X protein"
/translation="MEDFVRQCFNPMIVELAEKTMKEYGENPKIETNKFAAICTHLEV
CFMYSDFHFIDERGKSIIVESGDPNALLKHRFEITEGRDRTMAWTVVNSICNTTGVDK
PKFLPDLYDYKENRFIEIGVTRREVHTYYLEKANKIKPEKTHIHIFSFTGEEMATKAD
YTLDEESRARIKTRLFTIRQEMANRGLWDSFRQSERGEETIEERFEITGTMRRLANQS

LPPNFSSLENFRAYVDGFKPNGCLEGKLSQMSKEV"

435 c

ggtactgatc
ttgcggaaaa
ctgcaatatg
aacgaggcaa
ttgagataat
acaccacagg
gattcattga
ataagataaa
ccaccaaagc
tcactatcag
gaggcgaaga
accaaagcct
tcaaaccgaa
gaattgagcc
gctctcagcg
gccatgaggg
gttggaaaga
tggcttggaa
aaacaaaaaa
ctgaaaaagt
atgaaccaga
aattgacaga
agcacattgc
ctgaatatat

519 g

caaaatggaa
gacaatgaaa
cactcactta
atcaataatt
tgaagggaga
agtcgataag
aattggagtg
accagagaag
tgactatacc
gcaagaaatg
gacaattgaa
cccaccgaat
cggctgceccett
attcatgaag
gtcgaaattc
agaaggtata
gcccaacatt
gcaggtgctg
catgaagaaa
ggactttgag
gcccagatca
ttcgagttgg
gagtatgaga
aatgaaagga

533 t

gactttgtgce
gaatatgggg
gaggtctgtt
gtagaatctg
gaccgaacga
cctaaattcc
acaaggaggg
acacacattc
cttgatgaag
gccaataggg
gaaaggtttg
ttctccagcce
gagggcaagc
acaacaccac
ttactgatgg
ccgctatatg
gtaaaaccac
gcagaactcc
acaagccaac
gactgcagag
ttatcaagct
attgaacttg
agaaactact
gtttatataa

ggcaatgctt
aaaatccaaa
tcatgtattc
gcgatccgaa
tggcttggac
tcccagattt
aagttcacac
acatattctc
agagcagagc
gtctgtggga
aaatcacagg
ttgaaaattt
tttctcaaat
gccctctcag
attcccttaa
atgcaatcaa
atgtaaaagg
aagacattga
taaagtgggc
atgttagcga
ggatccagag
atgaaatagg
tcacagcgga
atacagccct

caatccaatg
aatcgaaacg
ggatttccac
tgcattattg
agtggtaaat
gtatgattac
atactaccta
attcactggg
aaggatcaaa
ttecetttegt
aaccatgcgc
tagagcctat
gtcaaaagaa
attacctgat
attgagcatc
atgcatgaag
cataaatccc
gaatgaagag
actcggtgag
tctaagacag
cgaattcaac
agaagatgtt
agtgtctcat
gttgaattca
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tcctgtgcag
gaaggaagac
aatgataccg
gaaccacaca
gcaataggcc
atcaagatga
gagagcatga
gaaaataaat
attgggaagg
ccacaacttg
agggacaacc
tgcctgatta
catgcactga
ccttgtttct

5
Influenza
protein (

ccatggatga
ggaagacaaa
atgtggtaaa
agtgggaaaa
aagtatcaag
aatggggcat
ttgaggcaga
cagaaacgtg
tgtgtagaac
aggggttttc
tggaacctgg
atgatccctg
aatagttgtg
act

A virus
NP) gene,

cttccaattg
tttatatggg
ttttgtgagce
gtactgtgtt
atccatgttt
ggagatgagg
gtcttctgte
gccaattggg
attattagca
agctgagtcg
gaccttcgat
ggttttgett
gcaatgctac

1565 bp
(A/Goose/Taiwan/0103/2015 (H5N8) )
complete cds].

attccaatga
ttcattataa
atggagttct
ctcgaaatag
ctttatgtaa
cgatgccttc
aaagagaaag
gaatcaccta
aaatctgtat
agaaagttac
cttggggggce
aatgecatcett
tatttgctat

mRNA

taagcaagtg
aaggaagatc
ccctcactga
gagacatgct
gaaccaatgg
ttcaatccct
acatgaccaa
agggggtgga
tcaacagcct
ttctcattgt
tatatgaagc
ggttcaactc
ccatactgtc

linear

cagaaccaaa
ccatttgagg
cccgaggcectg
cctacgaact
gacttccaag
ccaacaaatt
ggaattcttt
ggaaagctct
atatgcatct
tcaggcattt
aattgaggag
ctteettaca
caaaaaagta

10-FEB-2015
nucleocapsid

Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;

Influenza
Viruses;

Influenza
Unclassif
1 (bases
Lee,M.8.,
Ting,L.J.

Unpublish
2
Lee,M.S.,
Ting,L.J.
Direct Su
Submitted

virus A.
ssRNA
virus
ied.
1 to

A.

ed

(bases 1 to 1565)
Chen,L.H.,
and Lin,Y.

bmission

(10-FEB-2015)

1565)
Chen,L.H.,
and Lin,Y.
Avian influenza subtype H5 in geese in Taiwan,

negative-strand viruses;

Liu,Y.P.,
L.

Liw,¥.P.,
L.

Chen,Y.P.,

Chen,Y.P.,

Li,w.C.,

2015

Li,Ww.C.,

Epidemiology Research Department,

Institute for Animal Health, Chung-Cheng Rd, Tansui,

Taiwan
##Metadat

Sequencing Technology

##Metadat

e

498 a

agcaaaagca
accaaacgat
agagcatctg
gaactcaaac
atggttctct

a-STARTH#

a-END##

Location/Qualifiers

1..1565

/organism="Viruses;
Orthomyxoviridae;

/mol type="mRNA"
/strain="A/Goose/Taiwan/0103/2015"
/isolation source="organ"
/host="goose"
/segment="5"
/country="Taiwan"
/collection date="2015-01-09"
/identified by="RT-PCR"
/subtype="H5N8"

1. .15685
/gene="NP"
46..1542
/gene="NP"

/codon_start=1
/product="nucleocapsid protein"

Sanger dideoxy sequencing

Orthomyxoviridae;

Lee,F.,

Lee,F.,

Taiwan 251,

ssRNA negative-strand viruses;
Influenzavirus A."

National

/translation="MASQGTKRSYEQOMETGGERQNATEIRASVGRMVGGIGRFYIQMC
TELKLSDYEGRLIQONSITIERMVLSAFDERRNKYLEEHPSAGKDPKKTGGPIYRRRDG
KWMRELILYDKEEIRRIWRQANNGEDATTGLTHLMIWHSNLNDATYQRTRALVRTGMD
PRMCSLMQGSTLPRRSGAAGAAVKGVGTMVMELIRMIKRGINDRNFWRGENGRRTRIA
YERMCNILKGKFQTAAQRAMMDQVRESRNPGNAEIEDLIFLARSALILRGSVAHKSCL
PACVYGLAVASGYDFEREGYSLVGIDPFRLLONSQVFSLIRPNENPAHKSQLVWMACH
SAAFEDLRVSSFIRGTRVVPRGQLSTRGVQIASNENMETIDSSTLELRSRYWAIRTRS
GGNTNQQRASAGQISVQOPTFSVORNLPFERATIMAAFTGNTEGRTSDMRTEIIRMMES
ARPEDVSFQGRGVFELSDEKATNPIVPSFDMSNEGSYFFGDNAEEYDN"
319 € 420 g 328 t

gggtagataa
cttatgaaca
ttggaaggat
tcagcgacta
ctgcatttga

tcactcactg
aatggaaact
ggttggtgga
tgaagggagg
tgaaaggagg

agtgacatca
ggtggagaac
attgggaggt
ctgatccaga
aacaaatacc

acatcatggc
gccagaatgc
tttacataca
acagcataac
tggaagaaca

gtctcaaggc
cactgaaatc
gatgtgcact
aatagagaga
tcccagtgcet



301
361
421
481
541
601
661
721
781
841
901
962
1021
1081
1141
1201
1261
1321
1381
1441
15041
1561
//
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DEFINITION

ACCESSION
VERSION
KEYWORDS
SOURCE
ORGANISM
REFERENCE
AUTHORS
TITLE
JOURNAL
REFERENCE
AUTHORS
TITLE
JOURNAL
COMMENT
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sourc

gene

CDS

gggaaggatc
agagagctga
ggagaggacg
gccacatacc
ctgatgcaag
gtcgggacga
ttctggagag
ctcaaaggga
agaaatcctg
ctgagaggat
gccagtggat
ctgcttcaga
agtcaattgg
ttcatcagag
gcttcaaatg
tgggctataa
atcagtgtac
atggcggcegt
agaatgatgg
ctctcggacg
tcttatttct
ctact

6
Influenza
(NA) gene

Viruses;
Influenza
Viruses;
Influenza
Unclassif
1 (bases
Lee,M.S.,
Ting,L.J.
Avian inf
Unpublish
2 (bases
Lee,M.S.,
Ting,L.J.
Direct Su
Submitted
Institute
Taiwan
##Metadat
Sequencin
##Metadat

e

cgaagaaaac
ttctgtatga
caactactgg
agagaaccag
gatcaactct
tggtgatgga
gcgaaaatgg
aattccaaac
ggaatgctga
cagtggccca
atgactttga
acagccaggt
tgtggatggc
ggacaagagt
agaacatgga
ggaccaggag
agcetacttt
tcacaggaaa
aaagtgccag
aaaaggcaac
tcggagacaa

tggaggtcca
caaagaggag
tctcactcac
agctctcgtg
cccgaggaga
actaattcgg
acggagaaca
agcagcacaa
aattgaagat
taagtcttgc
gagagaaggyg
cLtcagtcte
atgccattct
ggtcccaaga
aacaatagac
tggaggaaac
ctcagtacag
tactgaaggc
accagaagat
gaacccgatc
tgcagaggag

atttatcgaa
atcaggagaa
ctgatgatct
cgcactggga
tctggagctg
atgataaaac
aggattgcat
agagcaatga
ctcatcttcc
cttcetgett
tactctctag
atcagaccaa
gcagcatttg
ggacaactat
tccagcactc
accaatcaac
agaaatcttc
agaacatctg
gtgtccttcc
gtgccttcct
tatgacaatt

gaagggacgg
tctggcgtca
ggcattccaa
tggaccccag
ctggcgcagc
gagggattaa
atgagaggat
tggaccaagt
tggcacggtc
gtgtgtacgg
ttggaataga
atgagaaccc
aggacctgag
ccaccagagg
ttgaactgag
agagagcatc
ccttcgaaag
acatgaggac
aggggcgggg
ttgacatgag
aaagaaaaat

gaaatggatg
agcgaacaat
tctaaatgat
aatgtgctct
agtaaagggt
tgatcggaat
gtgcaacatc
gcgagaaagc
agcactcatc
gcttgctgtg
teecttteacgt
agcacacaag
agtctcaagt
agttcaaatt
gagcaggtat
tgcaggacag
agcaaccatc
tgaaatcata
agtcttcgag
taatgaagga
acecettgttt

10-FEB-2015
neuraminidase

1460 bp MRNA linear
A virus (A/Goose/Taiwan/0103/2015 (H5N8))
, complete cds].

ssRNA negative-strand viruses; Orthomyxoviridae;
virus A.
ssRNA negative-strand viruses;
virus A.
ied.
1 to 1460)
Chen,L.H., Liu,Y.P.,
and Lin,Y.L.
luenza subtype H5 in geese in Taiwan,
ed
1 to 1460)
Chen,L.H., Liu,Y.P.,
and Lin,Y.L.
bmission
(10-FEB-2015) Epidemiology Research Department, National
for Animal Health, Chung-Cheng Rd, Tansui, Taiwan 251,

Orthomyxoviridae;

Chen,Y.P., Li,W.C., Lee,F.,

2015

Chen,Y.P., Li,W.C., Lee,F.,

a-STARTH#

g Technology Sanger dideoxy sequencing
a-END##

Location/Qualifiers

1..1460

/organism="Viruses; ssRNA negative-strand viruses;
Orthomyxoviridae; Influenzavirus A."

/mol type="mRNA"

/strain="A/Goose/Taiwan/0103/2015"
/isolation_source="organ"

/host="goose"

/segment="6"

/country="Taiwan"

/collection date="2015-01-09"

/identified by="RT-PCR"

/subtype="H5N8"

1..1460

/gene="NA"

21..1433

/gene="NA"

/codon_start=1

/product="neuraminidase"
/translation="MNPNQKIVTIGSISLGLVVFNVLLHAVSIILTVLALGKSENNGI
CNGTVVREHNETVRIEKVTQWYNTSVVEYVPHWNEGTYINNTEPICDVKGFAPFSKDN
GVRVGSRGHIFVIREPFVSCSPVGCRTFFLTQGSLLNDKHSNGTVKDRSPFRTLMSVE
VGQSPNVYQARFEAVAWSATACHDGKKWMAIGVTGPDSKAVAVVHYGGVPTDVVNSWA
GDILRTQESSCTCIQGNCYWVMTDGPANRQAQYRIYKANQGKIIGRKDVSFSGGHIEE
CSCYPNDGKVECVCRDNWTGTNRPVLITISPDLSYRVGYLCAGLPSDTPRGEDTQFVGS
CTSPMGNQGYGVKGFGFRQGTDVWVGRTISRTSRSGFEIIRIKNGWTQTSKEQIRRQV
VVDNSNWSGYSGSFTLPAELTGRECLVPCFWVEMIRGRPEERTIWTSSS8IVWCGVDY



BASE COUNT

ORIGIN
1
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121
181
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421
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541
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721
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841
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1021
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1141
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439 a

agcaaaagca
cattagggtt
tagccctggg
atgaaacagt
taccgcattg
gctttgcacc
tcataagaga
agggatctct
gaactctcat
ctgtggcatg
cagggccaga
ttaactcctg
gtaattgtta
acaaagcaaa
ttgaggaatg
ggacgggaac
atttatgtgc
catgcactag
gaactgatgt
taaggataaa
ttgataactc
ggagggaatg
gaacaatctg
actggtcatg
aaaagcccct

7
Influenza
(M2)

Viruses;
Influenza
Viruses;
Influenza
Unclassif

1 (bases 1 to 1027)
chen,L.H.,
and Lin,Y.
Avian influenza subtype H5 in geese in Taiwan,

Lee,M.S.,
Ting,L.J.

Unpublish

2 (bases 1 to 1027)
Chen,L.H.,
and Lin,Y.

Lee,M.S.,
Ting,L.J.
Direct Su
Submitted

Taiwan
##Metadat

Sequencing Technology

##Metadat

e

EIADWSWHDGAILPFDIDKM"

254 ¢

ggagtttaaa
ggttgtattc
gaagagtgaa
tagaatagag
gaatgaggga
tttttccaag
gectttegte
actcaatgac
gagtgtcgaa
gtcagcaaca
ttctaaagca
ggcaggagat
ttgggtaatg
ccaaggcaaa
ttettgttat
taacagacct
agggttgccc
tcccatggga
gtgggtgggg
gaatggttgg
gaattggtcg
tttggttccc
gacctctagt
gcacgatgga
tgtttctact

A virus

and matrix protein 1

ssRNA negative-strand viruses;

virus A.

ssRNA negative-strand viruses;

virus A.
ied.

ed

bmission

(L0-FEB-2015)
Institute for Animal Health,

a-STARTH#

a-END##

385 g

atgaatccaa
aatgttctac
aacaatggaa
aaagtgactc
acttatataa
gacaacgggg
tcttgttcac
aaacactcaa
gtgggccaat
gcctgtcatg
gtagcagtag
atattaagaa
actgacggtc
ataattggcc
ccaaatgatg
gtgctaatta
agtgacactc
aatcaggggt
cggacaatta
acgcaaacaa
ggatacagtg
tgtttttggg
agctccattg
gctattcttc

1027 bp
(A/Goose/Taiwan/0103/2015 (H5N8) )
complete cds].

(M1)

Liv,; Y. P
L.

Liu,Y.P.,
L.

Location/Qualifiers

1. .1027

/organism="Viruses;
Orthomyxoviridae;

/mol type="mRNA"
/strain="A/Goose/Taiwan/0103/2015"
/isolation source="organ"
/host="goose"
/segment="7"
/country="Taiwan"
/collection date="2015-01-09"
/identified by="RT-PCR"
/subtype="H5N8"

26..1007
/gene="M2"

join(26..51,740..1007)

/gene="M2"

/codon_start=1
/product="matrix protein 2"

/translation="MSLLTEVETPTRTEWECRCSDSSDPLVVAANIIGILHLILWILD

382 t

atcagaaaat
tgcatgccgt
tctgcaatgg
aatggtacaa
acaacaccga
tgagagttgg
cagtagggtg
atggaacagt
cacccaatgt
atggtaagaa
ttcattacgg
ctcaggagtc
ctgccaatag
gaaaagatgt
gtaaagtgga
tttcgcctga
caagagggga
atggcgtaaa
gtcgaacctc
gcaaagaaca
ggtctttcac
tcgaaatgat
taatgtgtgg
cctttgacat

mRNA

genes,

Chen,Y.P.,

Chen,Y.P.,

agtaaccatt
gagcatcata
aactgtagtg
tactagcgta
accaatatgt
ctccaggggg
caggactttc
gaaggataga
atatcaagcc
gtggatggca
aggggtgcect
atcttgtact
acaggcgcag
tagctttagt
atgcgtgtgt
tctctecttac
ggatactcaa
agggttcggg
cagatcagga
gattagaaga
tttaccagca
cagaggtagg
agttgattat
cgataagatg

linear

Li,w.C.,

2015

Li,Ww.C.,

Sanger dideoxy sequencing

ggcteccattt
ttaacagtgt
agggaacaca
gtcgaatatg
gatgtcaagg
catatttttg
ttcctcactc
agcccattca
aggtttgaag
attggtgtaa
actgacgttg
tgcattcaag
tatagaatat
ggaggacata
agagacaact
agagttgggt
tttgtcggtt
tttcgacagg
tttgaaataa
caggtggttg
gaattgactg
ccagaagaga
gaaattgccg
taatttacga

10-FEB-2015
matrix protein 2

Orthomyxoviridae;

Orthomyxoviridae;

Lee,F.,

Lee,F.,

Epidemiology Research Department, National
Chung-Cheng Rd, Tansui,

Taiwan 251,

ssRNA negative-strand viruses;
Influenzavirus A."

RLFFKCIYRRLKYGLKIGPSTEGVPESMREEYRQEQQSAVDVDDGHFVNIELE™"
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1
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181
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361
421
481
541
601
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721
781
841
901
961
1021
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294 a

agcaaaagca
ctctatcatc
tgcagggaaa
gtcacctctg
aggactgcag
tatggataag
taaggaggtc
caacaggatg
gcagattgca
aatcagacat
ggcaggatca
ggtacaggca
tettettgaa
gtgatecetct
ttgatcgtct
cttctacgga
ctgtggatgt
ttctact

8
Influenza
protein (
cds] .

Viruses;

26..784

/gene="M1"
26..784
/gene="M1"

/codon_start=1

/product="matrix protein 1"
/translation="MSLLTEVETYVLSIIPSGPLKAEIAQRLEDVFAGKNTDLEALME
WLKTRPILSPLTKGILGFVFTLTVPSERGLQRRRFVONALNGNGDPNNMDKAVKLYKK
LKREITFHGAKEVALSYSTGALASCMGLIYNRMGTVTTEVAFGLVCATCEQIADSQHR
SHROMATITNPLIRHENRMVLASTTAKAMEQMAGSSEQASEAMEVANQARQMVQAMRT

IGTHPNSSAGLRDNLLENLQAYQNRMGVQOMORFEFK"

221 e

ggtagatatt
ccgtcaggcec
aacaccgatc
actaaaggga
cgtagacgct
gcagttaagc
gcacttagct
ggaacggtga
gattcacagc
gagaacagaa
agcgagcagg
atgaggacaa
aatttgcagg
tgttgttgce
tttctteaaa
aggggtacct
tgacgatggt

269 g

gaaagatgag
ccctcaaagc
tcgaggctct
ttttgggatt
tcgtccagaa
tatataagaa
actcaaccgg
ctacagaagt
atcggtccca
tggtgctggc
catcagaagc
ttgggactca
cctaccagaa
gcaaatatca
tgcatttatc
gagtctatga
cattttgtca

243 t

tecttctaace
cgagatcgcg
catggagtgg
tgtgttcacg
tgccctaaat
gctgaaaaga
tEgcactitgecc
ggcttttggc
cagacagatg
cagcactaca
catggaggtt
teectaattet
ccgaatggga
ttgggatcct
gtcgccttaa
gggaagagta
acatagaatt

gaggtcgaaa
cagagacttg
ctaaagacaa
ctcaccgtgce
ggaaatgggg
gagataacat
agctgcatgg
ctagtgtgtg
gcaaccatca
gctaaggcca
gctaatcagg
agtgctggtc
gtgcagatgc
gcacttgata
atacggtttg
ccggcaggaa
ggagtaaaaa

cgtacgttct
aagatgtctt
gaccaatcct
ccagtgagcg
atccaaataa
tccatggggce
gtctcatata
ccacttgtga
ccaacccatt
tggagcagat
ccaggcagat
tgagagataa
agcgattcaa
ttgtggatcc
aaaatagggc
cagcagagtg
actaccttgt

10-FEB-2015
nuclear export
complete

890 bp mRNA linear
(A/Goose/Taiwan/0103/2015 (H5N8) )
(NS1) genes,

A virus
NEP) and nonstructural protein 1

ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.
Viruses; ssRNA negative-strand viruses; Orthomyxoviridae;
Influenzavirus A.
Unclassified.
1 (bases 1 to 890)
Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.
Avian influenza subtype H5 in geese in Taiwan, 2015
Unpublished
2 (bases 1 to 890)
Lee,M.S., Chen,L.H., Liu,Y.P., Chen,Y.P., Li,W.C., Lee,F.,
Ting,L.J. and Lin,Y.L.
Direct Submission
Submitted (10-FEB-2015) Epidemiology Research Department, National
Institute for Animal Health, Chung-Cheng Rd, Tansui, Taiwan 251,
Taiwan
##Metadata-STARTH##
Sequencing Technology Sanger dideoxy sequencing
##Metadata-END##
Location/Qualifiers
e 1..890
/organism="Viruses; ssRNA negative-strand viruses;
Orthomyxoviridae; Influenzavirus A."

/mol type="mRNA"

_typ
/strain="A/Goose/Taiwan/0103/2015"
/isolation source="organ"
/host="goose"

/segment="8"
/country="Taiwan"

/collection date="2015-01-09"
/identified by="RT-PCR"
/subtype="H5N8"

27..864

/gene="NEP"
join(27..56,529..864)
/gene="NEP"



gene

CDS

BASE COUNT
ORIGIN
1
61
121
181
241
301
361
421
481
541
601
661
721
781
841
/7

290 a

agcaaaagca
actgctttct
tccttgaccg
tggacatcga
aatctgatga
acatgactct
caggttctet
caaatttcag
aagaaggagc
aggatgtcaa
ttcgagtctc
ctteoactewe
gaaataagat
gaacaaataa
accttctcgt

/codon_start=1

/product="nuclear export protein"
/translation="MDSNTVSSFQODILMRMSKLQLGSSSEGLNGMITQFESLKLYRDS
LGEAVMRMGDLHSLONRNGKWREQLSQKFEEIRWLIEEMRHRLKTTENSFEQITFMQA
LOLLLEVEQEIRTFSFQLI"

27..740

/gene="NS1"

27..740

/gene="NS1"

/codon_start=1

/product="nonstructural protein 1"
/translation="MDSNTVSSFQVDCFLWHVRKRFADQELGDAPFLDRLRRDQKSLR
GRGSTLGLDIETATRAGKQIVERILGEESDEALKMNIASVPTSRYLTDMTLEEMSRDW
FMEMPKOKVAGSLCIKMDQATMDKTIILKANFSVIFDRLETLILLRAFTEEGAIVGET
SPLPSLPGHTDEDVKIAIGVLIGGLEWNDNTVRVSETLORFTWRSSNEDGRPSLPSKQ

KRKMARTIESEVRGNKMAD"

180 ¢

gggtgacaaa
ttggecatgte
gcttcgccga
gacagctact
agcacttaaa
tgaagaaatg
ctgcatcaaa
tgtgattttt
aattgtggga
aattgcaatt
tgaaactcta
ttcaaaacag
ggctgattga
cgtttatgca
ttcagcttat

207 g

aacataatgg
cgcaaacgat
gaccagaagt
cgtgcgggaa
atgaatattg
tcaagagact
atggaccagg
gatcggctgg
gaaatctcac
ggggtcctca
cagagattca
aaacggaaaa
ggaaatgcga
agctttacaa
ttaatgataa

213 ¢

actccaacac
ttgcagacca
ccctaagagg
agcaaatagt
cttctgtacc
ggttcatgct
caataatgga
aaaccctaat
cattaccttc
tcggagggcet
cttggagaag
tggcgagaac
catagattga
c¢tattgcttg
aaaacaccct

tgtgtcaagc
agaactgggt
aagaggcagc
ggagcggatt
gacttcacgc
catgcccaag
taaaaccatc
attacttaga
tcttccagga
tgaatggaat
cagtaatgag
aattgagtca
agaccacaga
aagtggagca
tgtttctact

tttcaggtag
gatgccccat
actcttggtc
ctgggggaag
tacctaactg
cagaaagtag
atactgaaag
gctttcacag
catactgatg
gataacacag
gatgggagac
gaagttcgag
gaacagcttc
agagataaga



